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NTDB id 1404 DSB67 RS14000 WP 010643494.1 MDKLLVTGIDIGHNSLKAVVLKPNGNSYALLGYKEIILKEGIVAENNTINHQEIVKTLKEMKKELPFRARKVAISVPDNA 80
NTDB id 981072 AAGA51 RS01205 WP 042485081.1 MVQSLVMGVDIGHHSIKAVVLKPAGSKYTLLGYKEIRIADDIFADNHALVYQKIVKKLKELKKGLPLFSRKVVIAIPDNT 80
NTDB id 1171 A1552VC RS12125 WP 000520444.1 MGKSLVTGIDIGHHSIKAAVLKPMGDTYALVGYEELLVTADIFTDNHTLDYQKIVKKLKELKKGLPLFSHKVAIAIPDSA 80
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NTDB id 1404 DSB67 RS14000 WP 010643494.1 VISKKLQIEQNLEESEKEFAVVQAFSHQSPFPVEELSLDFIKVDTDEQ......MRGNDSYQVFATRKDVVETRVEALQK 154
NTDB id 981072 AAGA51 RS01205 WP 042485081.1 VISKVLQIDSELEPNEREFAIHQAFSHQSPYLMEEVSLDFIPVIKHPSPETKTSQNNIAAYQVYATKRDVVESRTVALEK 160
NTDB id 1171 A1552VC RS12125 WP 000520444.1 VISKVLQIDSDLEQRELEFAVYQAFSHQSPFPVEELSLDFVKVTEKSL.....ARSSTTTFQVYATKKDVVDSRLHAVKK 155
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NTDB id 1404 DSB67 RS14000 WP 010643494.1 SGLKPVLVDVHSQSLGHIWKLVAKRFPEKNKYCLLDIRSLNSSFTMFTEQGELFHKEFPCGSRTTGSLFQQDPLVDD..A 232
NTDB id 981072 AAGA51 RS01205 WP 042485081.1 AGFKPILAEVQTHALVQLWQLFSKTYAR.TDWLLVDVGHTQTTLCLDFANKAPFYKQISEGVSQVSTQSENEDSV..... 234
NTDB id 1171 A1552VC RS12125 WP 000520444.1 AGFEPVLMDVQVHSLLHLWQLASRAYRR.PDWMLVDIGYTQSSLCLDFPEKMPFYKDVPLGTRQLESEPSAVNSLNHPLL 234
consensus *!**!*!**!****!***!*! ** * * ***!*!** ********* ** *!*!*** !**** * ** **

logo

H
Q
D
V
A
P
V

I
T
E
K
Q

D
Q
R

N
F
I
N
V

N
Q
R

Q
E
I
LVDERKVIKAKRQMIQLYF ITS IVHNGASTAQDS ILGKTGI

L
VWLTSGEGGAANTI

L
T

D
P
S

A
G
M

I
L
A
E
Q

D
E
S

E
ALSTYEQSKQRVLADSLEMPCGELVLDNPLFGSVLFEHKDMNNKAVASKRYKRPRSAELALVPD

NTDB id 1404 DSB67 RS14000 WP 010643494.1 QVATEQFNRQIVERVKRQMQLYTSINGSQDIKGVWLSGEGAATPMLAEELSSQLALECELLNPLGLFEMKVSKRKRRAAD 312
NTDB id 981072 AAGA51 RS01205 WP 042485081.1 ..VIKDNVNELVEKIAKQIQLFISVNGAASLTGIWLTGGGANIDAIQSALTEKVDLMCGVLDPFSVFHDKASKRYRSELP 312
NTDB id 1171 A1552VC RS12125 WP 000520444.1 HDPTQRFIQELVDKIARQIQLFTSVHGTQSLGGLWLSGGGATLSGLEDALYQRLSLPCEVLNPFSLFKNNVAKRKRPLVD 314
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NTDB id 1404 DSB67 RS14000 WP 010643494.1 WQHFTAAAGLAVRGIQWLGGDNAVSH 338
NTDB id 981072 AAGA51 RS01205 WP 042485081.1 VAAFATAAGLAARGINWLEVEHAA.. 336
NTDB id 1171 A1552VC RS12125 WP 000520444.1 GQRFSTAAGLALRGLAWLESEHVA.. 338
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