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NTDB id 1426 RS RS05575 WP 011001070.1 MRALLIGFVAGCMALQTRPALAPVWQPALLGLACLLAMALLRRGARLPRLVPVMAVLAAACAGFGWSDWRAQQRLSVVLA 80
NTDB id 981002 WLF14 RS18960 WP 342309910.1 ....MFALALGLLALRFLPALPPAAGV..L.AMCVLALMLLP..FR.......SHPLAFFLLGLSWACISAQWALDDRLQ 64
NTDB id 1199 PSJM300 12650 AFN78592.1 MRAGMLALAAGLLLLRFLPQLPSFGWL..L.ALAPVGLLLLP..FR.......WRPLAFFLFGLVWACLNAQWALDDRLP 68
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NTDB id 1426 RS RS05575 WP 011001070.1 PAWEGKDIRATGVVAELPEVTEDATRFLFRIESSDAGDAVPPRVRLSWYGLRSWHERQREAEAATDRRAGIPDLQPGQRW 160
NTDB id 981002 WLF14 RS18960 WP 342309910.1 PALDGQTRWVEGRVTGLPQQTSTGVRFELTDGR.SPKARLPKRIRVAWHG....................GPPVRSGERW 123
NTDB id 1199 PSJM300 12650 AFN78592.1 VDLDGRTFWLEGQVTGLPDRRGDVVRFELEDIH.SRHAGLPSRIRLAWYG....................GPEIRSGERW 127
consensus ****!** ***! !**!!* * ***!!** * * ***! !*!**!*! *!****!*!!

logo

Q
RLTAALVTRLKRPHSSGLMVLMVNFPGHSAGFDGHYEYAAWMLLADQRDRVIRGAATGSTYI

V
Y
K
A
D
TGKERAILRAENPAALMGEADAGSGVGLRSRSVEGNRAWRADRALVRRQHRLMLTAAVDELPAEHQAGRYEA

NTDB id 1426 RS RS05575 WP 011001070.1 QLTLRLKRPHSLMNPGGFDGEYAMLADDVRAAGYVYTGKRARNALMGEADAGSGVGLRVERWRAAVRRHLLAALPEARYA 240
NTDB id 981002 WLF14 RS18960 WP 342309910.1 RLAVTLKRPSGVLNFHGFDHEAWLLAQRIGATGSVKDGERLAPA..............RNAWRDAVRQRLMAVDAQGR.E 188
NTDB id 1199 PSJM300 12650 AFN78592.1 RLAARLKRPSGMVNPSAFDYEAWLLARRIGATGTIKAGERIAEAA............SSGAWRDRLRQRLLTVEAHGR.A 194
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NTDB id 1426 RS RS05575 WP 011001070.1 PVIVALVVGDQSGIAQADWERFRRTGISHLVSISGLHITMIAGLFGALWMALWRRSFGLARWLRTPLPLRMPAQRAGAVA 320
NTDB id 981002 WLF14 RS18960 WP 342309910.1 AGLAALVLGDGSGLAAEDWRVLQDTGTVHLLVISGQHIGLLAGLIYGLVTLLARYGCWPPA.........WPWLPWACGL 259
NTDB id 1199 PSJM300 12650 AFN78592.1 GAIAALVVGDGSGLSTADWRVLQDTGTVHLMVISGQHVGMLAGLLYAVVLLLARWGIWPQR.........LPWLPWACGL 265
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NTDB id 1426 RS RS05575 WP 011001070.1 AMAAAFAYCLLAGMGVPAQRTLLMLATVAVARLADRSVPVSLSLCWAAALVALVDPWAVMSAGGWLSFGAVAVIFLAARI 400
NTDB id 981002 WLF14 RS18960 WP 342309910.1 AFAAALGYGLLAGFGVPVQRACVMVGLVLLWRMRFRHLGAWWPLLLAFNGVLILEPLASLQPGFWLSFAAVAVLVLAFGG 339
NTDB id 1199 PSJM300 12650 AFN78592.1 AFAGALGYGWLAGFEVPVRRACLMVAIVLLWRLRFRHLGVWLPLLIALVGVLMVDPLASLQPGFWLSFVAVALLIWIFRG 345
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NTDB id 1426 RS RS05575 WP 011001070.1 VAADARDDVRRPAWPVRAWRGLRGAARVQLAVTFGLLPLTLLLFQQVSVVSAVANALAIPVVSFVTTPLALMGTAL.PEP 479
NTDB id 981002 WLF14 RS18960 WP 342309910.1 .......RLGR.......WSAWQAWTRPQWLIAIGLFPLLLVLGLPISLSAPLANLFAVPWISLVVLPLALLGTVLVAVP 405
NTDB id 1199 PSJM300 12650 AFN78592.1 .......RLGV.......PSWWRALLYAQWAMALGLLPAMLVLGLPVSLSGPLANLLAVPWISVLVVPLALLGSFLLWVP 411
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NTDB id 1426 RS RS05575 WP 011001070.1 WSQPVLIWAEASFAWLMPWLDALALPGGSVWVAPAAPAWAWGLAVVGVPLLLVPGGYRAWAWRAQGAVLLLPMLLARAPA 559
NTDB id 981002 WLF14 RS18960 WP 342309910.1 FVGEGLLWLAGGALDGLFRALALLAGHLPAWIPAEVPMGYWLVSVAGAVLLLLPRGVP...LRPLGWPMLLLAVFPPREP 482
NTDB id 1199 PSJM300 12650 AFN78592.1 WLGEALLWLAGGLLAVLFELLALIAGWQPAWLASALPLWAWSLVALGTLVLLLPAGVP...LRVLGTLLLAPLLFAPDSR 488
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NTDB id 1426 RS RS05575 WP 011001070.1 PPPGEFRMVAFDIGQGAATLVETAGHRLLFDTGPRQGDLADAADRVIVPYLRGHGVQAIDTLVVSHEDSDHAGGTETVMA 639
NTDB id 981002 WLF14 RS18960 WP 342309910.1 VPHGQVEVVQLDVGQGQALVLRTRHHTLLYDAGPRSGEV.DLGARVVLPSLRKLGVEVLDMMLLSHADADHAGGAAAIAR 561
NTDB id 1199 PSJM300 12650 AFN78592.1 PEQGRAEVWVFDVGQGLSVLVRTRDHALLYDAGPRYGDF.DIGERVVFPSLRQLGLERLDLMMLSHADSDHAGGALAIQR 567
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NTDB id 1426 RS RS05575 WP 011001070.1 GVPVRTMLASLPPGHGLERQARALGIEPAGCVAGQRWAWDGVAFEILYPVQVPSDRAAVSSNARSCVLRIANARYAAMLA 719
NTDB id 981002 WLF14 RS18960 WP 342309910.1 GLPIRRVVGGETRGL.......PAFLGTEPCVSGEQWEWDGVSFELWQWP......DAISGNPKSCVLQVQAKGERMLLT 628
NTDB id 1199 PSJM300 12650 AFN78592.1 AMPVGAVLSGEPERL.......PAALDARSCRTGQRWTWNQVNFSVWRWP......QATNGNQASCVLMVEAAGERLLLT 634
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NTDB id 1426 RS RS05575 WP 011001070.1 GDIGRAQEAALIAAEAPERLMADILLVPHHGSRTSSSGAFLDAVSAQVAVFQVGYRNRYGHPHPQVWQRYGARGIERLRT 799
NTDB id 981002 WLF14 RS18960 WP 342309910.1 GDIDRAAERAFLAS..PLAVRTDWLQAPHHGSRSSSSWPFVQRLAPTAVLISRGRGNAFGHPHPQVMERYRALGTQVYDS 706
NTDB id 1199 PSJM300 12650 AFN78592.1 GDIDAQAERALVDG..GMEVNARWLLAPHHGSNSSSSAVFLAAVAADGALISRSSHNAFGHPHPAVLKRLQNAGAELHDT 712
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NTDB id 1426 RS RS05575 WP 011001070.1 DATGAVVIETRGDALAVRTARSMRPRYWSSALEVAALAETTEPTGAQP 847
NTDB id 981002 WLF14 RS18960 WP 342309910.1 AEQGAVRVQLG..AFLPPTVARSQRRFWREALP............... 737
NTDB id 1199 PSJM300 12650 AFN78592.1 AEHGALSLQLG..AFGGARRMRDEPRFWREK................. 741
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