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NTDB id 1045 H0N27 RS16330 WP 168727019.1 MAEQQPLVLLVDDEEDLCLLMQMTLARMGIKTHLAYRVEQAKQLFTQFHYDACLTDLNLPDGSGLDLVKHVSQNYPNTPI 80
NTDB id 980931 AAFF32 RS07825 WP 216960187.1 .MAETRSALVVDDERDIRELLVMTLGRMGLRCDTASTIGEARGQLARNRYDLCLTDMRLPDGSGMDLVAEISQKHPETPV 79
NTDB id 1473 PAKAF RS24000 WP 003094694.1 ..MSRQKALIVDDEPDIRELLEITLGRMKLDTRSARNVKEARELLAREPFDLCLTDMRLPDGSGLDLVQYIQQRHPQTPV 78
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 AVLTAYGNMDIAIAALKAGAFDFVSKPVNQVHLDQLLQKALNRQKVEHDTTENALENKLLIGRSLPIQQLRIAIKKIARS 160
NTDB id 980931 AAFF32 RS07825 WP 216960187.1 AMITAFGNVEAAVEALKAGAFDFVAKPVDLAVLRDLVRHALDLNERRKTAPPADAVAARLYGQSPAMATLRGTIGKVARS 159
NTDB id 1473 PAKAF RS24000 WP 003094694.1 AMITAYGSLDTAIQALKAGAFDFLTKPVDLGRLRELVATALRLRNPEAEE...APVDNRLLGESPPMRALRNQIGKLARS 155
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VNCGAIPASTELMESELFFGHKKGSFTGAHITAEQDKPQGL IFLQASADHSGGSTLFLDE
NTDB id 1045 H0N27 RS16330 WP 168727019.1 QAPVFVTGESGTGKEVVANLVHRLSNRSEGPFIAINCGAIPTELMESELFGHKKGSFTGATQDKQGLILSAHGGSLFLDE 240
NTDB id 980931 AAFF32 RS07825 WP 216960187.1 QAPVYIVGESGVGKELVARTIHAEGARSTGPFVPVNCGAIPAELMESEFFGHKKGSFTGAHADKPGLFQSADGGTLFLDE 239
NTDB id 1473 PAKAF RS24000 WP 003094694.1 QAPVYISGESGSGKELVARLIHEQGPRIERPFVPVNCGAIPSELMESEFFGHKKGSFTGAIEDKQGLFQAASGGTLFLDE 235
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 IAELPLSMQVKLLRAVQEKKIRPVGSDQEIDVDFRVISASHQDLDLLVRQGKFRQDLFFRIHVMDLILPPLRERGEDVLL 320
NTDB id 980931 AAFF32 RS07825 WP 216960187.1 IAELPLAMQVKLLRAIQEKSIRPVGANAEVPVDVRILSATHKDLGALVADGRFRQDLYYRINVIELRVPPLRERQDDLAG 319
NTDB id 1473 PAKAF RS24000 WP 003094694.1 VADLPMAMQVKLLRAIQEKAVRAVGGQQEVAVDVRILCATHKDLAAEVGAGRFRQDLYYRLNVIELRVPPLRERREDIPL 315
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 LANHFIQKICMEWE.TPPKQLTEAAETYLLQQHFPGNVRELRNMIERAITLSEDATIDISHLHPA.PLRANISNPFASAA 398
NTDB id 980931 AAFF32 RS07825 WP 216960187.1 LAEKVLLRLATAQGRIFPPTLSPDALEALRAYAFPGNVRELENILERALALAEGDSLTAEDLRLPKPAGASASAPMAAAS 399
NTDB id 1473 PAKAF RS24000 WP 003094694.1 LAERILKRLAGDTGL.PAARLTGDAQEKLKNYRFPGNVRELENMLERAYTLCEDDQIQPHDLRLADAPGASQEGAAS... 391
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 QS.........IQTTVA...........APQAVKKLPSEGLERYLENIEKDILLNALNMTHWNRTLAAKKLGMTFRSLRY 458
NTDB id 980931 AAFF32 RS07825 WP 216960187.1 AAPAPASSAAASQPSLMVPGQPAQAIDPRTLNPRDTASSPLPSYIEEIERAAIQQALQENRYNKTRTAAALGITFRALRY 479
NTDB id 1473 PAKAF RS24000 WP 003094694.1 ..................................LSEIDNLEDYLEDIERKLIMQALEETRWNRTAAAQRLGLTFRSMRY 437
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 RLKKFGLDTETEQEV 473
NTDB id 980931 AAFF32 RS07825 WP 216960187.1 KLKKLGID....... 487
NTDB id 1473 PAKAF RS24000 WP 003094694.1 RLKKLGID....... 445
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