
logo MLAQSKKMRWENI
VQERCPDEQDQKLVKNESFLTVENQLHNITPLVASLLLVKNRGFMDTTAVEASARELFLHTVDKADAQDTFHYDPFELLMHKDGMDKEKAAVADRIKQQAIDSHQNQ

NTDB id 980869 AAB109 RS23610 WP 237074118.1 MLQSKKRWNVQECDEQLVNEFVENLNITPLVASLLLNRGMTTVEAAREFLHVDAQTFHDPFLLHDMDKAVARIQQAIDHN 80
NTDB id 354 BSU 27620 NP 390640.1 MLASKMRWEIQRPDQDKVKSLTEQLHITPLVASLLVKRGFDTAESARLFLHTKDADFYDPFEMKGMKEAADRIKQAISQQ 80
consensus !! !! !! *! ! ! !*!*!!!!!!!!!* !! ! ! !! !!! !*!!! ** ! ! !! !!! **

logo EKIMIYGDYDADGVSTSTSVMLHSATLQKQLGSADQVDFYIPDNRFKTEGYGPNEKAQAFDRKS IKNAEGRGFYQSL IV ITVDTGIASAVEHEATAKVYAKREL
NTDB id 980869 AAB109 RS23610 WP 237074118.1 EKIMIYGDYDADGVSSTSVMLSALQQLGADVDFYIPNRFTEGYGPNKAAFDKINAGGYQLVITVDTGISAVEETAYAREL 160
NTDB id 354 BSU 27620 NP 390640.1 EKIMIYGDYDADGVTSTSVMLHTLQKLSAQVDFYIPDRFKEGYGPNEQAFRSIKERGFSLIITVDTGIAAVHEAKVAKEL 160
consensus !!!!!!!!!!!!!!*!!!!!!* !! ! ! !!!!!! !! !!!!!! !! ! !* !*!!!!!!! !!*! !*!!
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NTDB id 980869 AAB109 RS23610 WP 237074118.1 NFDLIITDHHEPGPVLPDAYAIIHPKLPGSTYPFKELAGVGVAFKLAHALLGELPEHLLELAVIGTIADLVPLVDENRLI 240
NTDB id 354 BSU 27620 NP 390640.1 GLDVIITDHHEPGPELPDVRAIVHPKQPGCTYPFKELAGVGVAFKLAHALLGELPDELLDLAAIGTIADLVPLHDENRLI 240
consensus !*!!!!!!!!!! !!! !!*!!! !!*!!!!!!!!!!!!!!!!!!!!!!!!!**!!*!! !!!!!!!!!!*!!!!!!
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NTDB id 980869 AAB109 RS23610 WP 237074118.1 ARKGLDYLKLTKRTGIEALLSVCGVKREEINEDTIGFAMAPRINAVGRLQDADPAVHLLMTTNAEEAKGLAKEIDALNKE 320
NTDB id 354 BSU 27620 NP 390640.1 ATLGLERLRRTNRLGLKELIKLSGGDIGEANEETVGFQLAPRLNAVGRIEQADPAVHLLMSEDSFEAEELAAEIDQLNKE 320
consensus ! !!* !* ! ! !* !* **! ! !!*!*!! *!!!*!!!!!* !!!!!!!!!* !! !! !!! !!!!
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NTDB id 980869 AAB109 RS23610 WP 237074118.1 RQQIVNDITEEAVEFVESMYPPGENSVLIVEGEGWNAGVVGIVASRLVEKFYRPTIVLSIDSENRIAKGSARSIEGFDLF 400
NTDB id 354 BSU 27620 NP 390640.1 RQKMVSKMTDEAIEMVEQQG..LDQTAIVVAKAGWNPGVVGIVASKLVDRFYRPAIVLGIDEEKGIAKGSARSIRGFNLF 398
consensus !! *! *!*!!*! !! ** *** **! !!!*!!!!!!!!*!!**!!!! !!! !! ! !!!!!!!!! !! !!
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NTDB id 980869 AAB109 RS23610 WP 237074118.1 ANLSKCRDILPHFGGHPMAAGMTLNSDDVEELRRRLNEQASNVLTEQDFIPITSVDTVCTTEEITLENIEQMSALAPFGM 480
NTDB id 354 BSU 27620 NP 390640.1 ESLSECRDILPHFGGHPMAAGMTLKAEDVPDLRSRLNEIADNTLTEEDFIPVQEVDLVCGVEDITVESIAEMNMLSPFGM 478
consensus !! !!!!!!!!!!!!!!!!!!! *!!**!! !!!! ! ! !!! !!!!* !! !! !*!!*! ! ! ! !!!!
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NTDB id 980869 AAB109 RS23610 WP 237074118.1 HNPKPKVLIKDVHTTSMRKIGANKNHLKLVFEDSGVSVDAVGFGLGYILDEVSPIAKVSLVGELSINEWNNMRKPQLMVE 560
NTDB id 354 BSU 27620 NP 390640.1 LNPKPHVLVENAVLEDVRKIGANKTHVKMTIRNESSQLDCVGFNKGELQEGIVPGSRISIVGEMSINEWNNRKKPQLMIK 558
consensus *!!!!*!!* * *!!!!!!! !*!* *!*!!! ! * * * ! **!*!!!*!!!!!!! *!!!!!*
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NTDB id 980869 AAB109 RS23610 WP 237074118.1 DISVDEWQMFDYRSAVDVKRFFQQVFTDQMKVVAFHASTIDKYKSLLPMEHVVLIQDEEQAKACMFAREQIVLLDLPPSQ 640
NTDB id 354 BSU 27620 NP 390640.1 DAAVSEWQLFDLRGKRTWEDTVSALPSAKRAIVSFKEDSTTLLQTEDLRREVHVISSKDQAKAFDLDGAYIVLLDPPPSL 638
consensus ! ! !!!*!! ! *** *! !* * * * *!**! *!!!!* !!!!!*!!!
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NTDB id 980869 AAB109 RS23610 WP 237074118.1 KWLECLFVQGIPSRLYAIFLTEEDHYFDTIPTRDHFKWFYGFLAKKGPFDLKRYKEDLAIHKGWSKETIDFMAKVFFELE 720
NTDB id 354 BSU 27620 NP 390640.1 DMLARLLEGKAPERIYFIFLNHEDHFLSTFPARDHFKWYYAFLLKRGAFDVKKHGSELAKHKGWSVETINFMTKVFFDLG 718
consensus ! *! ! !*! !!! *!!!* ! ! !!!!!!*!*!! !*!*!!*!** *!! !!!!! !!! !! !!!!*!

logo FVKTI ENNGLVI
LSLVVKSGNASAKKRDL ITDESAQTYQRAQKQQLQI

ME I
L
D
E
K
Q
K
N
F
L
I
NYSTSAYEVEQLKENQWFLNQDKI

L
F
MKQRDSMSEAYESTRRT

NTDB id 980869 AAB109 RS23610 WP 237074118.1 FVTINNGLISLVKNSAKRDLIESATYRQKQQQIEIEKNFIYTSYVQLKNQFQDIFKRSME........ 780
NTDB id 354 BSU 27620 NP 390640.1 FVKIENGVLSVVSGAKKRDLTDSQTYQAKQQLMELDQKLNYSSAEELKEWLNKLMKQDSEAYESTRRT 786
consensus !! ! !!**!*! !!!! *! !! !!! *!** !*! !! * * ! !********
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X ≥ 50% conserved


