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LLQQEGS PNLEKA BEYFJQZRA [NJ§ P NAQA NNYGTYLYQMRYBIDAI Qijy AG LGYDQRYBQIALEN GRIYL LG
LLQQEGSKEINLEKAEHYFKRAISSEPDNAQARNNYGTYLYQMERYNDAIEQFRIAGATLGYDQRYQALENLGRIYLKLGD
LLQQEGSKPNLEKAEHYFKRAISSEPDNAQARNNYGTYLYQMERYNDAIEQFRIAGATLGYDQRYQALENLGRIYLKLGD
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ANAEKUFEQALWANRDSH SMLELAEI YLQQWIPAATEMYEQYVRTVGQKNQGARALWIG RVARANAD WGHQVLVN
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