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TASSGWKGKRFMLPNAEYMIHQPMGGEGRIGTQQTDMAINAENLLKTR]S3
TASSGKGKRFMLPNAEYMIHQPMGGTGNGTQQTDMA IYJAE[NLLK TR}
TASSGWKGKRFMLPNAEYMIHQPMGGTGGGTQQTDMATIAAEHLLKTRIAI
TASSGWKGKRFMLPNAEYMIHQPMGGTGGGTQQTDMATAAEHLLK TR
TASSGEI\XKGKRFMLPNAEYMIHQPMGGTGGGTQQTDMATIAAEHLLKTRINEN
TASSGIYKGKRFMLPNAEYMIHQPMGGTGGGTQQTDMATAAEHLLKTRINEN
TASSGI\XKGKRFMLPNAEYMIHQPMGGTGGGTQQTDMATAAEHLLKTREN
TASSGE\KGKRFMLPNAEYMIHQPMGGTGGGTQQTDMATIAAEHLLKTRINEN
TASSGIKGKRFMLPNAEYMIHQPMGGTGGGTQQTDMATAAEHLLKTRI:8
TASSGWKGKRFMLPNAEYMIHQPMGGTGGGTQQTDMATIAAEHLLKTR|s#3
IASSGAKGKRFMLPNAEYIIHQPMGGTGGGTQQ DMATAAE[LLKTRISH
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