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NTDB id 979687 AADZ70 RS07970 WP 342007962.1 MKYKYLLLPLAAVSATAGIAAANFFWVLFFFLLYLLFIFVKTKQYTPFIVSLVSFCLYFFLYTVYDAANVSRYQAGNYTE 80
NTDB id 107 BSU 25570 NP 390435.1 MRNSRLLLPMAAASATAGITAAAYFPAIFLFILFLLIILIKTRHAFLIIVCFFSFILFFVLYAVTDSQNVSSYRQGTYQF 80
consensus !* !!!!*!! !!!!!! !! *!* *! !*!*!! ! *!!** * !!* !!*!*! !! ! ! !!! ! ! !
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NTDB id 979687 AADZ70 RS07970 WP 342007962.1 QAVITNIPKVDGAKMSAVIRTHDKEKWAASYKIRSLEEKSLIEQLEPGMRCVFTGSLEQPRHATSPGGFDYKEYLNSQHI 160
NTDB id 107 BSU 25570 NP 390435.1 KAVIDTIPKIDGDRMSMMVETPDKEKWAAAYRIQSAGEKEQLLYIEPGMSCELTGTLEEPNHATVPGAFDYNEYLYRQHI 160
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NTDB id 979687 AADZ70 RS07970 WP 342007962.1 HWLFSVTSIQQCEKSGIPLYKLLNIRKNLISIIQNHVPESSAGIVEALTLGERFSIEDDILNAYQNLGVVHLMAISGMHV 240
NTDB id 107 BSU 25570 NP 390435.1 HWNYSVTSIQNCSEPENFKYKVLSLRKHIISFTNSLLPPDSTGIVQALTVGDRFYVEDEVLTAYQKLGVVHLLAISGLHV 240
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NTDB id 979687 AADZ70 RS07970 WP 342007962.1 GLITAGIFYVLIRIGLTREKAGILLLFFLPVYTLLSGAAPSVLRASLMLGFYIAGTLFKRSIHSSAALSVSYLLLLMFNP 320
NTDB id 107 BSU 25570 NP 390435.1 GILTAGLFYIMIRLGITREKASILLLLFLPLYVMLTGAAPSVLRAALMSGVYLAGSLVKWRVRSATAICLSYIVLLLFNP 320
consensus !**!!!*!!**!!*!*!!!!! !!!! !!!*! *!*!!!!!!!!! !! ! !*!!*! ! **! !***!!**!!*!!!
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NTDB id 979687 AADZ70 RS07970 WP 342007962.1 YLLWQAGFQLSFAVSAALILSSSILKKAGKRRLAGLAMASFIAELSSLPFLLYHFQQISLVSFPMNMVMVPFYTLFVIPF 400
NTDB id 107 BSU 25570 NP 390435.1 YHLFEAGFQLSFAVSFSLILSSSIFQQV.KTSLGQLTIVSLIAQLGSLPILLYHFHQFSIISVPMNMLMVPFYTFCILPG 399
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NTDB id 979687 AADZ70 RS07970 WP 342007962.1 SVIGFLLLLLSRQMGECLFYMFDLVMRPVHDFMTYAASVDLFTMIVSKPDFLSLLLLAVSVFTLFAALEKGGFLKLRKSP 480
NTDB id 107 BSU 25570 NP 390435.1 AVAGVLLLSLSASFGRLFFSWFDLLISWINRLITNIADVDVFTIMIAHPAPVLLFLFTVTIILLLMAIEKRSLSQLMVTG 479
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NTDB id 979687 AADZ70 RS07970 WP 342007962.1 LFFCAVLVYLMFRPYFSPWGEADMLDIGQGDSLFISAPHRKGTVMVDTGGVVAYPEESWKEKRHPYSIGEKVLIPFLNGK 560
NTDB id 107 BSU 25570 NP 390435.1 GICCTVMFLLFIYPCLSSEGEVDMIDIGQGDSMFVGAPHQRGRVLIDTGGTLSYSSEPWREKQHPFSLGEKVLIPFLTAK 559
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NTDB id 979687 AADZ70 RS07970 WP 342007962.1 GVKKLDALILTHADQDHIGEAGVLIKKHRVKRLIVPTGFVKEPKDQDILKMAKENNIPVAEAKRGDTITAGNLQFQVLSP 640
NTDB id 107 BSU 25570 NP 390435.1 GIKQLDALILTHADQDHIGEAEILLKHHKVKRLVIPKGFVSEPKDEKVLQAAREEGVAIEEVKRGDVLQIKDLQFHVLSP 639
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NTDB id 979687 AADZ70 RS07970 WP 342007962.1 KSSDVKSKNDSSLVLWTVLGGVSWLLTGDLESDGETDLLKAYPNLKADILKVGHHGSKSSTSEAFLKQLQPEAALISAGE 720
NTDB id 107 BSU 25570 NP 390435.1 EAPDPASKNNSSLVLWMETGGMSWILTGDLEKEGEQEVMNVFPNIKADVLKVGHHGSKGSTGEEFIQQLQPKTAIISAGK 719
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NTDB id 979687 AADZ70 RS07970 WP 342007962.1 DNRYHHPHEEVLDRLKAYSVNVLRTDLSGTIQYRFKKGAGTFSVFPPYDIEETRAQEVKKTAD 783
NTDB id 107 BSU 25570 NP 390435.1 NNRYHHPHQKVLQLLQRHSIRVLRTDQNGTIQYRYKNRVGTFSVYPPYDTSDITETN...... 776
consensus !!!!!!! !! ! *!* !!!!! !!!!!!*! !!!!!*!!!! * ******
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