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NTDB id 1384 A4U84 RS08525 WP 010787006.1 LKYLLNALSPEQQPIYEESELAFVEQEQEQLNLNDPIIQLLDNLFKFCLAQNASDIHIEPRKQKLIIRLRIDGVLHLYKS 160
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NTDB id 1384 A4U84 RS08525 WP 010787006.1 QTTLLNALKQPQGLILVTGPTGSGKSITLYSALNYLN.QMDKHILTAEDPVEIEIDGLIQTQVNRSIQLDFSQLLRTFLR 319
NTDB id 979685 AADZ70 RS07555 WP 045926720.1 GAALLSFLKHSHGLILFTGPTGSGKTTTLYSLVNYAKRHFNRRIVTLEDPVETRDEDVLQVQVNEKAGVTYSAGLKAILR 205
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NTDB id 96 BSU 24730 NP 390353.1 HDPDMIILGEIRDAETAEIAVRAAMTGHLVLTSLHTRDAKGAIYRLLEFGINMNEIEQTVIAIAAQRLVDLACPFCENGC 285
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NTDB id 1384 A4U84 RS08525 WP 010787006.1 CDECYQGYRG..RIGVYQCLSRTAK.....KFDKQTAYLDFSSLRESAKQKIEQQLTNETEVDRVLGYE.. 461
NTDB id 979685 AADZ70 RS07555 WP 045926720.1 CSVYCRLYRQTRRAGIYELLYGKNLTQCFQEAKGEHANFQYQTLRRLIRKGIALGYVTTDNYDRWVYHEAD 356
NTDB id 96 BSU 24730 NP 390353.1 SSVYCRQSRNTRRASVYELLYGKNLQQCIQEAKGNHANYQYQTLRQIIRKGIALGYLTTNNYDRWVYHEKD 356
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