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NTDB id 269 KZH43 RS08665 WP 001085462.1 I EIYGPESSGKTT AENQKIAGGIWNAF IDAEHALDPEYY ABWAL GVN SQPD 153
NTDB id 228 SPD RS09265 WP 001085462.1 I EIYGPESSGKTT ANEAQKINGGINNAF IDAEHALDPEYY ALWAL GVN SQPD 153
NTDB id 194 SPR RS08825 WP 001085462.1 I EIYGPESSGKTT AENQKIAGGIWNAF IDAEHALDPEYY ABWALGVN SQPD 153
NTDB id 159 SP RS09750 WP 001085462.1 I EIYGPESSGKTT ANRAQKINGGINNAF IDAEHALDPEYY ARWALGVN SQPD 153
NTDB id 527 SMSK321 RS11065 WP 001085454.1 I EIYGPESSGKTT ARENQKIAGGIWNAF IDAEHALDPEYY ABWALGVN SQPD 153
NTDB id 499 SM12261 RS08315 WP 078228268.1 I EIYGPESSGKTT AENQKIAGGIWNAF IDAEHALDPEYY ABRAL GVN SQPD 153
NTDB id 408 SMU RS09530 WP 002262392.1 I EIYGPESSGKTT A[NAQKDIGGINNAF IDAEHALDPIAY ALWALGVN SQPD 153
NTDB id 453 Spy49 1753c ACI62003.1 I EIYGPESSGKTT AENQKIAGGIWNAF IDAEHALDPEYY ABWALGVN QPD 153
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