
logo MLAHSKRMTRWEI IVQRQRPTDQEQDKVKQQSLSTEKEQLHNI STPLAVASLL IVKNRGFMDTAVDESARLYFLHLDTKDAQDEFHYDPFELMKTDGMAKEKAAVDSR IKEQAI ESKQQ
NTDB id 979569 AADC60 RS21105 WP 342025655.1 MLHSRTRWIVRQTQEDKVQQLSKELNISPLAASLLINRGMDTVDSARYFLLDKDQEFHDPFLMTDMAKAVSRIKEAIEKQ 80
NTDB id 354 BSU 27620 NP 390640.1 MLASKMRWEIQRPDQDKVKSLTEQLHITPLVASLLVKRGFDTAESARLFLHTKDADFYDPFEMKGMKEAADRIKQAISQQ 80
consensus !!*!* !! * * !!! !* !*!*!! !!!!* !! !! *!!! !!* !! *!*!!! ! ! ! !!! !! !
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NTDB id 979569 AADC60 RS21105 WP 342025655.1 EPILIFGDYDADGVTSTSVMMMALRDLGADVQFYIPNRFTEGYGPNIPAFEQAADTGIRLIITVDTGISAVNEAKAAKEL 160
NTDB id 354 BSU 27620 NP 390640.1 EKIMIYGDYDADGVTSTSVMLHTLQKLSAQVDFYIPDRFKEGYGPNEQAFRSIKERGFSLIITVDTGIAAVHEAKVAKEL 160
consensus !*!*!*!!!!!!!!!!!!!!** ! ! ! ! !!!! !! !!!!!! *!! * ! !!!!!!!!! !!*!!! !!!!
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NTDB id 979569 AADC60 RS21105 WP 342025655.1 GMDLIITDHHEPGHELPEAWAIVHPKHPESRYPFRELAGVGVAFKLAHALYGEMPDHLLEIAAIGTIADLVSLTGENRLI 240
NTDB id 354 BSU 27620 NP 390640.1 GLDVIITDHHEPGPELPDVRAIVHPKQPGCTYPFKELAGVGVAFKLAHALLGELPDELLDLAAIGTIADLVPLHDENRLI 240
consensus !*!*!!!!!!!!! !!!* !!!!!!*! * !!!*!!!!!!!!!!!!!!! !!*!!*!!**!!!!!!!!!!*!* !!!!!
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NTDB id 979569 AADC60 RS21105 WP 342025655.1 AKRGIQKLKSTKNTGLKALFKAAGIELPSINEETIGFTIGPRLNAAGRLESADPAVDLLLTNDPYEAQAIAEEIETLNKE 320
NTDB id 354 BSU 27620 NP 390640.1 ATLGLERLRRTNRLGLKELIKLSGGDIGEANEETVGFQLAPRLNAVGRIEQADPAVHLLMSEDSFEAEELAAEIDQLNKE 320
consensus ! !* *!* ! !!! ! ! ! *** !!!!*!! **!!!!! !!*! !!!!!*!!** !**!! *! !!* !!!!
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NTDB id 979569 AADC60 RS21105 WP 342025655.1 RQAIVNDIAAQAVKEVETNFPISENSVIVVGKEGWNAGVIGIVASKLVEKFYRPAIVLSYDSDKGLAKGSARSIQGFDLF 400
NTDB id 354 BSU 27620 NP 390640.1 RQKMVSKMTDEAIEMVEQQ..GLDQTAIVVAKAGWNPGVVGIVASKLVDRFYRPAIVLGIDEEKGIAKGSARSIRGFNLF 398
consensus !! *! * !* !! *** *** !!!*! !!!*!!*!!!!!!!!**!!!!!!!! ! *!!*!!!!!!!! !! !!
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NTDB id 979569 AADC60 RS21105 WP 342025655.1 KNLSECRDILPHFGGHPMAAGMTLSIESVDDLRDRLNTLANEQLTEEDFIPVTSIDGVFHLKDISLSSIEEMQLLAPFGM 480
NTDB id 354 BSU 27620 NP 390640.1 ESLSECRDILPHFGGHPMAAGMTLKAEDVPDLRSRLNEIADNTLTEEDFIPVQEVDLVCGVEDITVESIAEMNMLSPFGM 478
consensus !!!!!!!!!!!!!!!!!!!!!! ! !*!!! !!! *! !!!!!!!!! *! !*** !!** !! !!**! !!!!
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NTDB id 979569 AADC60 RS21105 WP 342025655.1 GNPKPKVMIKEANIAAMRKIGSDQTHIKVTIENDGSSLDGIGFGLGHLHEQISPYSKLSVIGELSINEWNNIKKPQIFLQ 560
NTDB id 354 BSU 27620 NP 390640.1 LNPKPHVLVENAVLEDVRKIGANKTHVKMTIRNESSQLDCVGFNKGELQEGIVPGSRISIVGEMSINEWNNRKKPQLMIK 558
consensus !!!!*!** ! * *!!!! !!*!*!! !* ! !!**!! !*!*! ! ! !**!**!!*!!!!!!! !!!!* *
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NTDB id 979569 AADC60 RS21105 WP 342025655.1 DMAVNSWQLFDIRSLKRLERLQSVIPEVNTTWIFFNEEHISKFRTYA.GESMVKISSEEDAEALKLDGSNIVLADMPPSK 639
NTDB id 354 BSU 27620 NP 390640.1 DAAVSEWQLFDLRGKRTWEDTVSALPSAKRAIVSFKEDSTTLLQTEDLRREVHVISSKDQAKAFDLDGAYIVLLDPPPSL 638
consensus ! !! !!!!!*! * ! ! *! * ! !** * ! * ** !!! * ! ! !!! !!! !*!!!
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NTDB id 979569 AADC60 RS21105 WP 342025655.1 EMLAHVFSGKKPARIYAHFYKEDSDYFSTIPTRDHFKWYFALLAKKGSVDIRRHGNDIAKHKGWSRETVDFMSQVFFELD 719
NTDB id 354 BSU 27620 NP 390640.1 DMLARLLEGKAPERIYFIFLNHEDHFLSTFPARDHFKWYYAFLLKRGAFDVKKHGSELAKHKGWSVETINFMTKVFFDLG 718
consensus *!!!** !! ! !!! *! ** ** !! ! !!!!!!!*! ! !*! !***!! **!!!!!!! !!* !!* !!!*!

logo FVKI ENNGVI
LSLVNVNSGTAS IKKRDLATDSQRTYQALKQAQLQMYETLDEQSDKLLNYSSAFEQEQLKDEWFLDNEKLVMKQGQADSVEKALEYEASKTERERKTWT

NTDB id 979569 AADC60 RS21105 WP 342025655.1 FVKINNGVISLNNTSIKRDLADSRTYQLKQAQYTLESDLLYSSFQQLKDWFDEVMQGAVKLEEAKEEKWT 789
NTDB id 354 BSU 27620 NP 390640.1 FVKIENGVLSVVSGAKKRDLTDSQTYQAKQQLMELDQKLNYSSAEELKEWLNKLMKQDSEAYESTRRT.. 786
consensus !!!! !!!*!* !!!! !! !!! !! !* ! !!! !!*! *! ! **
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