
logo MLANE I
LS IKRNFAI I EAELSTVSFEKRGLTVLTGETGAGKS I I IDA IHSLLAVGGRGSASEFVRHYGEADKAE I

LEGLF ILLDEDSLGKHPCVLYGKRV
NTDB id 979564 AADC60 RS20110 WP 009332888.1 MLNEISIRNFAIIEALSVSFEKGLTVLTGETGAGKSIIIDAIHLLAGGRGSAEFVRHGEDKAEIEGLFILDDLKHPCYKR 80
NTDB id 352 BSU 24240 NP 390304.2 MLAELSIKNFAIIEELTVSFERGLTVLTGETGAGKSIIIDAISLLVGGRGSSEFVRYGEAKAELEGLFLLES.GHPVLGV 79
consensus !! !*!!*!!!!!! !*!!!!*!!!!!!!!!!!!!!!!!!!!*!! !!!!! !!!!*!! !!!*!!!!*!* * !!*
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SAEFQGIDE I

V
E
SDEGMIVLMRRDI SKTSTGKSVCRVNGKLVTIASSVLRE IGRSLSL ILDIHGQHDEHNQELLMDEDEETFNHLPQLLDKQFAGGASEKLVESASAL

NTDB id 979564 AADC60 RS20110 WP 009332888.1 SAEFGIEIEDGMIVLRRDISKTGKSVCRVNGKLVTISVLREIGSSLIDIHGQHEHQELMDETFHLPLLDQFGGSKLSAAL 160
NTDB id 352 BSU 24240 NP 390304.2 CAEQGIDVSDEMIVMRRDISTSGKSVCRVNGKLVTIASLREIGRLLLDIHGQHDNQLLMEDENHLQLLDKFAGAEVESAL 159
consensus *!! !!** ! !!!*!!!!! *!!!!!!!!!!!!!! !!!!! !*!!!!!!**! !!** !!*!!! !*! * !!
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TYQDEGIYQRLRYEVKNLTLKKLKNQLSENSEQEQMAHRLDL IQFQLDEE I EQSAKQLEKLNEDEDQL IQEEKRQRKQI

LSNFEKR I FYDESLQNSAGYNALQRGS
NTDB id 979564 AADC60 RS20110 WP 009332888.1 TEYQDIYRLYENTLKKLKNLSENEQQMAHRLDLIQFQLDEIQSAQLKLNEDEDLIEEKRKLSNFERIFDSLQSGYNALQG 240
NTDB id 352 BSU 24240 NP 390304.2 KTYQEGYQRYVKLLKKLKQLSESEQEMAHRLDLIQFQLEEIESAKLELNEDEQLQEERQQISNFEKIYESLQNAYNALRS 239
consensus !!* ! ! !!!!!*!!! !! !!!!!!!!!!!!*!! !! ! !!!!! ! !!* *!!!!*!**!!! *!!!!

logo EQGKGLDWI
VGMAVMSAGQYLMENDAIASDE I
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A
SENSVASNSFYYLLEDAATFRQSLMRNEML

MDEFLMEFYDPEQRLNEYI ESTRLNE IKNGQLKRKYGAKT
NTDB id 979564 AADC60 RS20110 WP 009332888.1 EQKGLDWIGMVMGYMNDAAELDPAYKEIAENVANSFYLLEDAARSLRNEMDFMEYDPQRLNEIESRLNEINGLKRKYGKT 320
NTDB id 352 BSU 24240 NP 390304.2 EQGGLDWVGMASAQLEDISDINEPLKKMSESVSNSYYLLEDATFQMRNMLDELEFDPERLNYIETRLNEIKQLKRKYGAT 319
consensus !! !!!!*!! * * ! ** ** ! * ! ! !!*!!!!!! *!! *! *!*!! !!! !!*!!!!! !!!!!! !

logo VEDE I
VLEYAASKQI EEE IDEQTI

L
E
LNKRDESTHI

L
D
Q
K
SLKQKELVADASLVGKKDLVALVEAGAEENLVSKQI

LRKRKTSWAKLKLATDKEL IHKRELKESLYMEKSTTVFDETVERFFK
NTDB id 979564 AADC60 RS20110 WP 009332888.1 VEEVLEYAAQIEEEIETLLNKETHIDKLQKEVAALKKDLLVEGEELSKLRRKSALKLTKLIHKELKELYMEKTVFEVRFF 400
NTDB id 352 BSU 24240 NP 390304.2 VEDILEYASKIEEEIDQIENRDSHLQSLKKELDSVGKDVAVEAANVSQIRKTWAKKLADEIHRELKSLYMEKSTFDTEFK 399
consensus !!**!!!! !!!!!* * !***!* ! !!* * !!* !!* *! *!* ! !! !!*!!! !!!!!* !* !
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VMLAI

LKS I FSKSHQQDGVTS I I FDEVDTG
NTDB id 979564 AADC60 RS20110 WP 009332888.1 SDS..............EVFLKNGIDRAEFYISTNPGEPLKPLSKIASGGELSRIMLALKSIFSKHQGVTSIIFDEVDTG 466
NTDB id 352 BSU 24240 NP 390304.2 VRTASRNEEAPLVNGQPVQLTEQGIDLVKFLISTNTGEPLKSLSKVASGGELSRVMLAIKSIFSSQQDVTSIIFDEVDTG 479
consensus *************** *!!! ! !!!!*!!!!!*!!!*!!!!!!!!*!!!*!!!!! *! !!!!!!!!!!!!

logo VSGRVAQAIAEKIHHKVS IVDGSQVLC I STHLPQVAAMADTHLFYIAKENLTKDGRTKTTRTVKPLSTEKDQEKI
V
A
KE IGRMIASGVE I

VTDLTK
NTDB id 979564 AADC60 RS20110 WP 009332888.1 VSGRVAQAIAEKIHHVSVDSQVLCISHLPQVAAMADTHLFIAKNTKDGRTKTTVKPLTEDEKIKEIGRMISGVEITDLTK 546
NTDB id 352 BSU 24240 NP 390304.2 VSGRVAQAIAEKIHKVSIGSQVLCITHLPQVAAMADTHLYIAKELKDGRTTTRVKPLSKQEKVAEIGRMIAGVEVTDLTK 559
consensus !!!!!!!!!!!!!!*!!* !!!!!!*!!!!!!!!!!!!!*!!! !!!!! ! !!!!* !!* !!!!!! !!!*!!!!!
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E
RHAKELLHKLQADNQLVKTTG

NTDB id 979564 AADC60 RS20110 WP 009332888.1 EHAKELLHLANQLK... 560
NTDB id 352 BSU 24240 NP 390304.2 RHAKELLKQADQVKTTG 576
consensus !!!!!!* ! !*!***
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