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NTDB id 979548 AADC60 RS07650 WP 019381479.1 MHKTLVKFGILLLCLLLLASCRQSMSTGKLEKAGLLVPDTVNDQVWGTKGYKGMLKIQSHYNVEVYYKEGMNSEMVVERA 80
NTDB id 94 BSU 11300 NP 389012.2 ...MITRLVMIFSVLLLLSGCGQTPFKGKIEKVGMLFPDTINDLVWGTKGYKGLLNIQSKYNVDVYYKEGVKTEEDIINA 77
consensus *** * * ** *!!!! ! !** !!*!! !*! !!!*!! !!!!!!!!!*! !!!*!!!*!!!!!!* *! * !
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NTDB id 979548 AADC60 RS07650 WP 019381479.1 VKEFDQKGVNLIFGHGNEYAAYFNNISKKYPDIHFVSFNGDAKNDNTTSLNFEAYAMGFFGGMVAGHMTKTNNIGILAAF 160
NTDB id 94 BSU 11300 NP 389012.2 IEDFHKRGVNLLYGHGSEYAEVFNLVGEDYPDMEFVISNAKAKADNVTSVHFSGEAMGFFGGMTAAHMSKTNQVGVIASF 157
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NTDB id 979548 AADC60 RS07650 WP 019381479.1 EWQPEVEGFYQGVSEIDEGINVQIQYVGNWDNDNKAIALLDKMIANKTDVVYPAGDGYNVPVIEKLKEEGLYAIGYISDQ 240
NTDB id 94 BSU 11300 NP 389012.2 TWQPEVDGFIKGAKYENPDIEVNTKYTDHWDDDTTAVKLYQKMKNEGADVVYPAGDGYNVPVIQQIKKDGLYAIGYVTDQ 237
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NTDB id 979548 AADC60 RS07650 WP 019381479.1 SDLGESVVLTSTVQHVDVLYELVAKKFNEGELESGNLTFDFEDEVISLGKFSPDVDEEFKKELNAAIENYKKTGKLPNE. 319
NTDB id 94 BSU 11300 NP 389012.2 SDLGENTVLTSTVQNVDKAYEIIAEQFNKGTLEGGDHYYDLNTGVVEMGTFSPLVDQDFQQRIAKLIKTYNKTGELPKNE 317
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