logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

1029 TT RS02230 WP 011228203.1

1402 DSB67 RS12670 WP 010643257.1
1169 A1552VC RS11075 WP 000648511.1
1113 AAA85695.1 219..1451( )

1112 NGFG RS09215 WP 003689811.1
1252 GCO85 RSO7730 WP 011213805.1
1016 ACIAD RS01680 WP 004920476.1
1059 ABD1 RS01610 WP 000279215.1
979524 AAE081 RS26820 WP 341960024.1
1198 PSJM300 03950 AFN76868.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

1029 TT RS02230 WP 011228203.1

1402 DSB67 RS12670 WP 010643257.1
1169 A1552VC RS11075 WP 000648511.1
1113 AAA85695.1 219..1451( )

1112 NGFG RS09215 WP 003689811.1
1252 GCO85 RS0O7730 WP 011213805.1
1016 ACIAD RS01680 WP 004920476.1
1059 ABD1 RS01610 WP 000279215.1
979524 AAE081 RS26820 WP 341960024.1
1198 PSJM300 03950 AFN76868.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

1029 TT RS02230 WP 011228203.1

1402 DSB67 RS12670 WP 010643257.1
1169 A1552VC RS11075 WP 000648511.1
1113 AAA85695.1 219..1451( )

1112 NGFG RS09215 WP 003689811.1
1252 GC0O85 RSO7730 WP 011213805.1
1016 ACIAD RS01680 WP 004920476.1
1059 ABD1 RS01610 WP 000279215.1
979524 AAE081 RS26820 WP 341960024.1
1198 PSJM300 03950 AFN76868.1

consensus

&é§ﬁ FSLF QKE>B EALR QSKKKYEAELPAVN k6§%§tR Q |$'EKVBE6§§S ER#XR- AEH§KV¥QE

EPNEDLRTENARL|RADR[GMEM A EjE EPGKG.QAEIRIPALE GPGLK

&EIRQLAT %KA VQA ELLE )ﬁﬁNé?E§5%5b5¢E;tng T iEALR K%YFDQL Ntng E S ét

)

D WNIF RQLATM

DITIFTRQ ATM

DITIMTRQLATM

DIT FTRQL TM WAG PL QAF L SRINF S NisSKNRNR F @AY ATYes
DIT FTRQL TM KAG PL QAF LSREFSNsIZKNRNR FMGIRYA

AGE

DIT F RQLATM B G PLVQAF W8 LMKHPMYF |dl. CNLV AGEMSGHL
DIMIFTRQLATM KAGVPLVQAF FAGALRKiPQYFDNL cﬁ GEQSGHL
DITIFTRQLATM KAGVPLVQ F FINSALRKMPREIFDNL CELV GEQSGHAL
DINGF RQ ATM KAGVPL Q F I FINYALREHPMYFDINL. CNLV AGEQ GHL

ATM KAGVPL Q F T Fi¥ LRK PWYFDIWLYCNLV GEQSGHL
Pokokokokok | Dok | D okokok |k Pokokokoskkkkk % kokokokokok  kok kokokok Dok kokkkk x| kokok Doksksk | kx|

g.zsLQBYAﬂ@EKgg%LﬁgMA P o ahese st L AE T e e

[CQUANEIRRT GERAZQIFAQ LTDLG

LPIFTQ

I LPARTQ
I LPRITQ
ATYKEKHE[S LP AT

i LPAFTQ
I LPAFTQ

V
\Y
V
V
V
v
v
\Y
\

sk okokokok Dokokok | Dskok skokok Dokokok ok | Dk | e sokokokokokokok | D skokok sk Dokok | Dokok Dokokokk ok Dokokkk kokok

144
147
148
150
150
147
149
149
146
146

224
227
228
230
230
227
229
229
226
226



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

1029 TT RS02230 WP 011228203.1

1402 DSB67 RS12670 WP 010643257.1
1169 A1552VC RS11075 WP 000648511.1
1113 AAA85695.1 219..1451( )

1112 NGFG RS09215 WP 003689811.1
1252 GCO85 RSO7730 WP 011213805.1
1016 ACIAD RS01680 WP 004920476.1
1059 ABD1 RS01610 WP 000279215.1
979524 AAE081 RS26820 WP 341960024.1
1198 PSJM300 03950 AFN76868.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

1029 TT RS02230 WP 011228203.1

1402 DSB67 RS12670 WP 010643257.1
1169 A1552VC RS11075 WP 000648511.1
1113 AAA85695.1 219..1451( )

1112 NGFG RS09215 WP 003689811.1
1252 GCO85 RSO7730 WP 011213805.1
1016 ACIAD RS01680 WP 004920476.1
1059 ABD1 RS01610 WP 000279215.1
979524 AAE081 RS26820 WP 341960024.1
1198 PSJM300 03950 AFN76868.1

consensus

<0

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

1029 TT RS02230 WP 011228203.1

1402 DSB67 RS12670 WP 010643257.1
1169 A1552VC RS11075 WP 000648511.1
1113 AAA85695.1 219..1451( )

1112 NGFG RS09215 WP 003689811.1
1252 GCO85 RSO7730 WP 011213805.1
1016 ACIAD RS01680 WP 004920476.1
1059 ABD1 RS01610 WP 000279215.1
979524 AAE081 RS26820 WP 341960024.1
1198 PSJM300 03950 AFN76868.1

consensus

—fTﬂ

EAGAO et

ok ok % ok %k ok % ok ok k Kk * * % k

LW

{VNXLACe

L e

VGGLV AMYLPIF
VGGLV AMYLPIF

Ul bskokokok ok %

X non conserved
B similar
>50% conserved

RB LDRL

Qbs

ir\/\

kokkkk |okok kx| | * Pksksk |1k

Al Lofbee etz il v

406
407
408
410
410
406
408
408
405
405

Bl ol BT AV Ak s

PIGD IRFAAGVPLVDYLDSTAGARGN
PIJ3GD IBFAAGVPLVDYLDSTAGAEGN
PI GD MKANMIAR SRTLATTFAAGVPL DAL
PIFGD §KAMIAR SRTLATTFAAGVPL DAL STAGATEN
PI G LMK J\ ARF RTL TTFAAGVPLVDALDSEJAGATGN

P GD LMK B ARF RTL TTFAAGVPLVDALDSWAGATGN
1 koskoskoskoskok | okokok *

P G LIBKANIARF RTL lTFAAG PLV ALﬁSMAGATGN
A

QMVWIGEESGE
QMVEIGEESG

QM IGEESG LD MLIYKEIAIXFYE EVDNAV{EWI A

QM IGEESG LD MLIYKEIAIRFYE EVDNAV{L A MEP I
QMVAIGEESGAL [IMLEJKVAWFYE EV NAVD L MEP I
MERIN
QMVAIGEESGALDSMLINKVApY YEREVDNAVD LT MEPLI
QM@ IGEESGALDEWMLINKVARY YE EVDNEIVD LTA MEP I

QMAIGEESGALD MLEKVAWFYE EVDNUVD LTA MEP I
DT o ok DL Lok b ok D Lok b Dok Lok ook 1 1ok ko

QMVAIGEESGALD MLINKV AR YEEEVDHAVD i
N

STAGATWNE YE

303
307
308
310
310
307
309
309
306
306

383
386
387
389
389
386
388
388
385
385



