
logo MSKVSNSTVTKVDEEQFDFDEDSEGAFLDELVLNETLTDANELVSTSDEELVAVEAGATSEVDETVREDEFYDEAVSTASKSLDATQLMYLGSE IGFSPLLTAEEE I
VLY

NTDB id 979430 AAC977 RS12490 WP 072955848.1 MSKSNSVTKVDQFDFDSGAFDLNTLDNEVSSD.......ATSVETREDYEVTSKSLDATQLYLGEIGFSPLLTAEEEILY 73
NTDB id 1183 GTF74 RS11590 WP 000116737.1 MSVSNTVTKVEEFDFEDEALEVLETDAELTSDEELVAVEGASEDVREEFDASAKSLDATQMYLSEIGFSPLLTAEEEVLY 80
consensus !! !!*!!!!* !!!* ! ** ! !**!!******** ! * !!*** * !!!!!!!*!! !!!!!!!!!!!!!*!!

logo ARRALRGDEAARKRMIESNLRLVVKI SRRYSNRGLALLDL I EEGNLGL IRAVEKFDPERGFRFSTYATWWIRQTI ERALM
NTDB id 979430 AAC977 RS12490 WP 072955848.1 ARRALRGDEAARKRMIESNLRLVVKISRRYSNRGLALLDLIEEGNLGLIRAVEKFDPERGFRFSTYATWWIRQTIERALM 153
NTDB id 1183 GTF74 RS11590 WP 000116737.1 ARRALRGDEAARKRMIESNLRLVVKISRRYSNRGLALLDLIEEGNLGLIRAVEKFDPERGFRFSTYATWWIRQTIERALM 160
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo NQTRTIRLP IHVVKELNIYLRTARELSQKRLDHEPTAPEDE IAFLELDKRPSVDDVSTKMLRLNER I SSVDTP IGGDGDKALLDI ILP
NTDB id 979430 AAC977 RS12490 WP 072955848.1 NQTRTIRLPIHVVKELNIYLRTARELSQKLDHEPTAEDIAFELDKSVDDVSKMLRLNERISSVDTPIGGDGDKALLDIIP 233
NTDB id 1183 GTF74 RS11590 WP 000116737.1 NQTRTIRLPIHVVKELNIYLRTARELSQRLDHEPTPEEIALELDRPVDDVTKMLRLNERISSVDTPIGGDGDKALLDILP 240
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!*!*!! !!!**!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!*!

logo DASHKHNAYDPEFYSTEQDDDIKRESSLLHNWLDELNPKQKEVLARRFGLLGYEPSTLEEVGKRE INLTRERVRQIQVEGLRRLRE I LLVK
NTDB id 979430 AAC977 RS12490 WP 072955848.1 DAKHYDPEYSTEDDDIKSSLLHWLDELNPKQKEVLARRFGLLGYEPSTLEEVGKEINLTRERVRQIQVEGLRRLREILLK 313
NTDB id 1183 GTF74 RS11590 WP 000116737.1 DSHNADPEFSTQDDDIRESLLNWLDELNPKQKEVLARRFGLLGYEPSTLEEVGREINLTRERVRQIQVEGLRRLREILVK 320
consensus ! ** !!!*!! !!!!* !!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!*!

logo QGLNMEASLFDNVESYDEEN
NTDB id 979430 AAC977 RS12490 WP 072955848.1 QGLNMESLFDVESEE 328
NTDB id 1183 GTF74 RS11590 WP 000116737.1 QGLNMEALFNVEYDN 335
consensus !!!!!! !! !! *

X non conserved

X similar

X ≥ 50% conserved


