
logo MKQNQENAHQPTFFFFDYETWGVHNPAKDRPCSQFAGVRTDMDFNI IGEPLVI FYCQLPNVDYLPATPEAAL ITGITPQKQANNSKQGLASEP
NTDB id 979425 AAC977 RS09255 WP 072958519.1 MKNNAQPTFFFFDYETWGVHPAKDRPCQFAGVRTDMDFNIIGEPLVIFCQLPVDYLPTPEAALITGITPQQANNKGLSEP 80
NTDB id 1141 GTF74 RS08270 WP 001183680.1 MQQEHQPTFFFFDYETWGVNPAKDRPSQFAGVRTDMDFNIIGEPLVIYCQLPNDYLPAPEAALITGITPQKANSQGLAEP 80
consensus ! * *!!!!!!!!!!!!!!*!!!!!!*!!!!!!!!!!!!!!!!!!!!*!!!! !!!! !!!!!!!!!!!! !! !! !!

logo EF IAQR IHAQELSHTPNTI
T
C
NLGYNNS IRFDDEVTRYTCYRNF IDPYAWSWQHNGNSRWDLLDVALRACHALRPEGI

V
E
VWPENDEDGFNT

NTDB id 979425 AAC977 RS09255 WP 072958519.1 EFIQRIHQELSHPNTTCLGYNNIRFDDEVTRYTCYRNFIDPYAWSWQNGNSRWDLLDVARACHALRPEGVVWPENEDGNT 160
NTDB id 1141 GTF74 RS08270 WP 001183680.1 EFIARIHAELSTPNTINLGYNSIRFDDEVTRYTCYRNFIDPYAWSWQHGNSRWDLLDVLRACHALRPEGIEWPENDDGFT 160
consensus !!! !!! !!!*!!! *!!!! !!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!! !!!!!!!!!!* !!!!*!! !

logo SFKLEHLSVANGI EHSNAHDAMADVI
YATI ELAKKVI

VKANAQPKLFDYFFYSTMRHKRKLNTAEL IDIVNSMQTPLMHVSGMLGRSEHCRHQY
NTDB id 979425 AAC977 RS09255 WP 072958519.1 SFKLEHLSVANGIEHSNAHDAMADVYATIELAKVIKNAQPKLFDYFYSMRHKRKLNALIDIVSMTPLMHVSGMLGSHCQY 240
NTDB id 1141 GTF74 RS08270 WP 001183680.1 SFKLEHLSVANGIEHSNAHDAMADVIATIELAKKVKAAQPKLFDYFFTMRHKRKLTELIDIVNQTPLMHVSGMLGRERHY 240
consensus !!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!! *! !!!!!!!!!**!!!!!!! !!!!! !!!!!!!!!!! ***!

logo TSWI
VVP I

LAWHPHTNKQNAVIMVVDLAGKDPQPLFLDELDNADEETI
L
Q
R
A
ERLYTKRRYDEDLAQEPDELP I

VPVKLVHLNKCP I LAPAKTLTAENAQR
NTDB id 979425 AAC977 RS09255 WP 072958519.1 TSWVVPLAWHPHNKNAVIMVDLAKDPQPLFDLNADEIRERLYTKRDDLQEDELPIPVKLVHLNKCPILAPAKTLTAENAR 320
NTDB id 1141 GTF74 RS08270 WP 001183680.1 TSWIVPIAWHPTNQNAVIVVDLGKDPQPLLELDAETLQARLYTRYEDLAPDELPVPVKLVHLNKCPILAPAKTLTAENAQ 320
consensus !!!*!!*!!!!*! !!!!*!!!*!!!!!! *! !* * !!!!* *!! *!!!!*!!!!!!!!!!!!!!!!!!!!!!!!

logo

K
TIG IDRDEKQCLAHHLNSLVIKRQAHPQDE IREKLVQTVFSEQERDEFYNPQTDESTDVDSTMQLYAQDGFFNSPADKRAAME I IRQTTASPEANLGQDSLAS IRSFVAQDKS

NTDB id 979425 AAC977 RS09255 WP 072958519.1 TIGIDRDKCLHHLSLIKQAQDIREKLVQVFSEERDYPTDTDVDTMLYQDFFNPADKAAMEIIRQTSPEALQDLSISFQDS 400
NTDB id 1141 GTF74 RS08270 WP 001183680.1 KIGIDREQCLAHLNVIRQHPEIREKLVTVFSQEREFNQESDVDSQLYAGFFSPADRAAMEIIRTTAPENLGSLAIRVADK 400
consensus !!!!!* !!*!! *!*!***!!!!!! !!! !!*** **!!!* !! !! !!!*!!!!!!! ! !! ! ! ! !

logo R I EKPLLFRYRARHNYPEHTLTDLHTEQKRQRWAQASHCQRDYFESQRHNLMDEDGYMSLNRLENLAVHEHEQAQDPHKKMAQI LKS IVYHQYVELKNLATCS
NTDB id 979425 AAC977 RS09255 WP 072958519.1 RIKPLLFRYRARNYPETLTLHEQKQWQSHCQDYFSQHMDDYSLRLENLAHEHEQDPHKMQILKSIYQYVLNLTS 474
NTDB id 1141 GTF74 RS08270 WP 001183680.1 RIEPLLFRYRARHYPHTLTDTEQRRWAAHCRDYFERNLEGYMLNLENLVHEHQADPKKMAILKSVYHYVEKLAC 474
consensus !! !!!!!!!!!*!!*!!! *!!* ! !! !!! *** ! ! !!!! !!! !!*!! !!!!*!*!! ! *

X non conserved

X similar

X ≥ 50% conserved


