
logo MRKTAVI ITFL ILVI FGCVLIV I
V
V
FHEFGHFFFAKRSGI LVREFSAIGMGPKLI IFAHMTGKDGTTVYTLIRLI LP I

LGGYVRMAGLWEGDEEDETTELI SKPT
NTDB id 979033 AAEO79 RS08250 WP 071861020.1 MRTVITFLIVFGVLVIVHEFGHFFFAKRSGILVREFSIGMGPKLIAHMGKDGTTYTLRLLPIGGYVRMAGLEDEETELSP 80
NTDB id 291 STER RS01205 WP 011680685.1 MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDTTEIKT 80
NTDB id 323 STU RS10650 WP 011225396.1 MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDTTEIKT 80
consensus !***!!!!**!*!*!**!!!!!!!!!!!!!!!!!!!*!!!!!!**!!*!!!!!*!!*!*!!*!!!!!!!!*****!!***

logo GTSPLASVLETLTGSKKDNGVKVRR INVLSKDKRVQQVLDPQNTSAI
LPLMENLVI

TAAYDLVEDDKLTIKTGYLVNLGDEETSQEMKTYKEVLDHDATVI IVEESDGTEVLR IAPRKD
NTDB id 979033 AAEO79 RS08250 WP 071861020.1 GTPLSVELTSKNVVRRINVSKKVQLPNSIPLELIAADLVDDLTIKGYVNGDESQEMTYKVLHDATVIEESGTEVRIAPRD 160
NTDB id 291 STER RS01205 WP 011680685.1 GSPASLTLGKDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLGET...KTYEVDHDATIVEEDGTELRIAPKD 157
NTDB id 323 STU RS10650 WP 011225396.1 GSPASLTLGKDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLGET...KTYEVDHDATIVEEDGTELRIAPKD 157
consensus !*!*!**!*****!!!!!*!*********!****!*!!*!*!!!*!*!*!** *!!*!*!!!!**!!*!!!*!!!!*!

logo VQFYQSNAKSLIGWSGR I
L
L
ITNFAGPMNNF I LTGI

V
I
L
L
VF IAI LAF IVQGGVAQDYTNSTNQL IGQSVVAEANGSGPAAAQQVASGMLKDTHGDAIVSAI ENGKKDKVQTSDWED

NTDB id 979033 AAEO79 RS08250 WP 071861020.1 VQFQSAKLGSRILTNFAGPMNNFILTIILFIALAFIQGGVADYNTNQIGSVEAGSPAAQAGMKDHDAIVSIEGKKVQSWE 240
NTDB id 291 STER RS01205 WP 011680685.1 VQYQNASIWGRLITNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNLIQVA.NGGAAQVSGLKTGDAIVAINKDKVTDWD 236
NTDB id 323 STU RS10650 WP 011225396.1 VQYQNASIWGRLITNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNLIQVA.NGGAAQVSGLKTGDAIVAINKDKVTDWD 236
consensus !!*!*!****!**!!!!!!!!!!!!****!!*!!!*!!!!*!**!!*!*** *!**!***!*!**!!!!*!***!!**!*

logo

D
SLTKKEPAVLTRSESNTQKFSPKGKDESLSVVTI

V
E
K
Q
RSGNGNQQEKETI ESMVTKPRQSVESEKNGSQKGVSGYQF ILGVTSPYVLRKTGFLFKDKIMFGGLFTQQMS

AWDEMGTAKTNAI FLSA
NTDB id 979033 AAEO79 RS08250 WP 071861020.1 DLTKPVTSS.....PGKELSVVIEQ.GGNQKTIEMTPRSVESNGQKVGQIGVTPYLRTGFFDKIMGGLTQSWDMTKNIFS 314
NTDB id 291 STER RS01205 WP 011680685.1 SLKEALRENTQKFSKGDSLSVTVKRSNGQEETISVKPQ....ESQGSYFLGVSPVLKTGLKDKIFGGFQMAWEGATAILA 312
NTDB id 323 STU RS10650 WP 011225396.1 SLKEALRENTQKFSKGDSLSVTVKRSNGQEETISVKPQ....KSQGSYFLGVSPVLKTGLKDKIFGGFQMAWEGATAILA 312
consensus *!*************!**!!!******!***!!***!* *!*****!!*!*!*!!**!!!*!!****!*****!**

logo

A
TLGKSGLFITGNFSLNKLGGPVMAMFKQMSEAEQASQEQSGVLKITSVI ILYDLMAGLMLSVINLGIVFNLLIP IPAFLDGGKI LVLMNVI I EGAIRGRKPLDNPQEKI E

NTDB id 979033 AAEO79 RS08250 WP 071861020.1 ALGSLFTGFSLNKLGGPVMMFKMSEEASQQGVKTVIYLMALLSVNLGIVNLLPIPAFDGGKILLNVIEGIRGKPLDPEKE 394
NTDB id 291 STER RS01205 WP 011680685.1 TLKGLITNFSLNKLGGPVAMFQMSAQASESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNIIEAIRRKPLNQEIE 392
NTDB id 323 STU RS10650 WP 011225396.1 TLKGLITNFSLNKLGGPVAMFQMSAQASESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNIIEAIRRKPLNQEIE 392
consensus *!**!*!*!!!!!!!!!!*!!*!!**!!**!******!!**!!*!!!!*!!*!!!!*!!!!!**!*!!*!!*!!!**!*!

logo
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L
YITML IAGFVGAFVI

M
M
V
L
VLMIMAVTWNDIQMRFAFF

NTDB id 979033 AAEO79 RS08250 WP 071861020.1 GLITMIGFGFIMLLMIMVTWNDIQRFFF 422
NTDB id 291 STER RS01205 WP 011680685.1 SYITLAGVAVMVVLMIAVTWNDIMRAFF 420
NTDB id 323 STU RS10650 WP 011225396.1 SYITLAGVAVMVVLMIAVTWNDIMRAFF 420
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