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NTDB id 979021 AAEO79 RS03820 WP 379946625.1 HLKNDEDTANATNQALYARASSLIAQVSEAVSWFEPEMLQLSDDAIWNYFEVEPKLELYRHFVEQIISERAHILPAEQEA 160
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NTDB id 979021 AAEO79 RS03820 WP 379946625.1 YEEAQAKALEALKPLGEDYLSVVKKAFAERWIDVVENQGKRSGAYSSGAYDTQPYILLNWHDRLDELYTLVHEMGHSVHS 400
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NTDB id 979021 AAEO79 RS03820 WP 379946625.1 PLTSEYLSKYYGELNAKYYGPIVINDEEIKDEWSRIPHFYYNYYVYQYATGFSAAIALSKRIVEGEPEALEKYLTYLKSG 560
NTDB id 480 HSISS4 RS02090 WP 002890133.1 ILTADFMNKLYADLNEKYYNLKAEDNYEIQFEWERIPHFYMNYYVYQYATGFAAASYLAEKIVHGTEEDKEAYLTYLKAG 554
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