
logo

MM
P
Q
S
D
I
K
NRHTEHLVEPETAKLYTWDLTTI FASSTDAEADWEKTETFYEQKSTVHVEQDSALKQKNAMS

T
A
R
F
Y
A
VGHLVGLDSADKMNLLQAGALTEVALDYLMSLEMRLRLEKI

VYVYAHSMQI
K
N
Y

NTDB id 978951 AADZ99 RS01830 WP 036060955.1 MPQIKRHEVPTALTWDLTTIFSSDEAWEKTFQKVHESAQNMTRFVGHVGDSADMLQAALVADLSLERLLEKVYVYAHQIY 80
NTDB id 480 HSISS4 RS02090 WP 002890133.1 .MSDNRTHLEEKYTWDLTTIFATDADWETEYESTVQDLKKASAYAGHLLDSAKNLLGATELYMSLMRRLEKIYVYASMKN 79
consensus ** !**** !!!!!!!! *! !! * * * * !!* !!! ! *! *!! ! !!!*!!!!*
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NTDB id 978951 AADZ99 RS01830 WP 036060955.1 DQDTTNQQYAAFNARVQALWAEVSEATAYFQPEVLRIPDTVLAEYL.ATPGLEPFSHLFDTIRLQKPHTLPVEQEALLAG 159
NTDB id 480 HSISS4 RS02090 WP 002890133.1 DQDTTVGLYQEYQAKASNLYSQLSEAFAYFEPEFMALDDKKLAEFKEQEPGLGLYDHYFERLLANKDHVLSQEAEELLAA 159
consensus !!!!! ! **!* !* *!!! !!! !! * **! !!!* * !!! ** ! !* * *!*! !* ! ! !!!*
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NTDB id 978951 AADZ99 RS01830 WP 036060955.1 ASDIFNASENTFGVLDNSDLSFGDVHTETGELVPLTNGLYSLLLESQSRDLRQEAFDTLYDSYISFQNTFASTLSSHVKG 239
NTDB id 480 HSISS4 RS02090 WP 002890133.1 AGDIFNGPTDTFNVLDNADILFPWVSDGQGDVVELTHGNFITLMESKDRDIRKGAYEAMYGTYEQFQHTYAQTLQGVVKV 239
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NTDB id 978951 AADZ99 RS01830 WP 036060955.1 HNFLAKARHYDSAREAAILPHGLPTTVFETLRKSVNDHLPLLHRFVSLRRQVLGVEDVHSYDLYVPLVDDVTFDVSYDKA 319
NTDB id 480 HSISS4 RS02090 WP 002890133.1 HNYQAKVRHYNSARHAALAANFIPESVYDSLLESVNKHLPLLHRYLDLRKKVLGLDELKMYDVYTPLSETET.ALTYEES 318
consensus !!* !! !!! !!!*!!* ** *! *!***! !!! !!!!!!!** !!* !!!***** !!*! !! * !* **!*
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NTDB id 978951 AADZ99 RS01830 WP 036060955.1 QDIVIKALAPLGEDYVRIVQRAFDERWIDVVENKGKRTGAYSSGAYDTNPFILLNWQDNLNNVYTLAHELGHSVHSYLTR 399
NTDB id 480 HSISS4 RS02090 WP 002890133.1 LKKAEEVLAIFGEEYSKGVHAAFTERWIDVHPNKGKRSGAYSGGAYDTNAFMLLNWQDTLDNLFTLVHETGHSLHSTFTR 398
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NTDB id 978951 AADZ99 RS01830 WP 036060955.1 HTQPYHYGDYPIFLAEIASTTNESLLTDYLLKTNHDPKVQAYVLNQYLDGFKGTVFRQTQFAEFEDWIHQQAAEGEALTA 479
NTDB id 480 HSISS4 RS02090 WP 002890133.1 QTQPYVYGDYPIFLAEIASTTNENILTETLLKEVKDDKTRFAILNHYLDGFKGTVFRQTQFAEFEHAIHEADASGQILTA 478
consensus *!!!!*!!!!!!!!!!!!!!!!! *!!* !!! *!*! *!!*!!!!!!!!!!!!!!!!!!!* !! ! ! !!!

logo DFKMNSKSLYYAGDELNEQKYYGNLPDKALEFDPDNEYAE IAQFYEWAER IPHFYMYNYYVYQYATGEFAAASTTYLADEKR I IVHNGHDTEEDGAKENADYKLNTYLKRAGASSDY
NTDB id 978951 AADZ99 RS01830 WP 036060955.1 DKMSSYYGELNQKYYGPDLFPDEAIAYEWARIPHFYYNYYVYQYATGEAAATTLADRIINHD..GANDYKNYLRAGASDY 557
NTDB id 480 HSISS4 RS02090 WP 002890133.1 DFMNKLYADLNEKYYNLKAEDNYEIQFEWERIPHFYMNYYVYQYATGFAAASYLAEKIVHGTEEDKEAYLTYLKAGSSDY 558
consensus ! ! !**!! !!! * * ! *!! !!!!!! !!!!!!!!!! !!!* !!**!*** ** ! !!*!! !!!
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NTDB id 978951 AADZ99 RS01830 WP 036060955.1 PLNVIGKAGVDMSQSDYLNQAFHVFETRLNQLEKLLAN..... 595
NTDB id 480 HSISS4 RS02090 WP 002890133.1 PLEVIKKAGVDMTNTDYLDAAFKVFEDRLVELEALVEKGVHLS 601
consensus !! !! !!!!!!***!!! !!*!!! !! !! !* *****
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