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NTDB id 259 KZH43 RS03480 WP 000491790.1 MFSKLKKTWYADDFSYFIRNFGVFTLIFSTMTLIILQVMHSSLYTSVDDKLHGLSENPQAVIQLAINRATEEIKDL.... 76
NTDB id 218 SPD RS03780 WP 000491790.1 MFSKLKKTWYADDFSYFIRNFGVFTLIFSTMTLIILQVMHSSLYTSVDDKLHGLSENPQAVIQLAINRATEEIKDL.... 76
NTDB id 184 SPR RS03565 WP 000491790.1 MFSKLKKTWYADDFSYFIRNFGVFTLIFSTMTLIILQVMHSSLYTSVDDKLHGLSENPQAVIQLAINRATEEIKDL.... 76
NTDB id 148 SP RS03910 WP 000491790.1 MFSKLKKTWYADDFSYFIRNFGVFTLIFSTMTLIILQVMHSSLYTSVDDKLHGLSENPQAVIQLAINRATEEIKDL.... 76
NTDB id 978802 MGAS37827 RS04815 WP 010922354.1 .MNKLKKEILSDNYNHFFHFFAVFTGIFVIMTIIILQIMRFGVYSSVDSSLVSVSNNASSYANRTMARISSFYFDTENNI 79
NTDB id 363 SMU RS05195 WP 002262215.1 MLIKLRKQKQDENISFFSHFFAVFTGIFFVMTVIIIQVMHFGIYSSVDNSLKIATENVNDYVNMTLSHNNPITEAEN... 77
consensus ***!!*!*********!***!*!!!*!!**!!*!!*!*!****!*!!!**!*****!*******************
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LGDSHI EVYETQQTI ESQALVKMFNFISYGQTEEKIYHRTVVITLVMGKEVTHNNIDKSFNS
NTDB id 259 KZH43 RS03480 WP 000491790.1 ENARADASKVEIKPNVSSNTEVILFDKDFTQLLSGNRFLGLDKIKLEKKELGHIYQIQVFNSYGQEEIYRVILMETNISS 156
NTDB id 218 SPD RS03780 WP 000491790.1 ENARADASKVEIKPNVSSNTEVILFDKDFTQLLSGNRFLGLDKIKLEKKELGHIYQIQVFNSYGQEEIYRVILMETNISS 156
NTDB id 184 SPR RS03565 WP 000491790.1 ENARADASKVEIKPNVSSNTEVILFDKDFTQLLSGNRFLGLDKIKLEKKELGHIYQIQVFNSYGQEEIYRVILMETNISS 156
NTDB id 148 SP RS03910 WP 000491790.1 ENARADASKVEIKPNVSSNTEVILFDKDFTQLLSGNRFLGLDKIKLEKKELGHIYQIQVFNSYGQEEIYRVILMETNISS 156
NTDB id 978802 MGAS37827 RS04815 WP 010922354.1 IKALPDSDSSKLLGTPAANTDIILFSANGTILNAFDAFSNYQNFHLDKRRLGSIETTSLMNFYGQEEKYHTITVGVHIKN 159
NTDB id 363 SMU RS05195 WP 002262215.1 ...GDASFKVKSNGQMAANTDTILYDKKHNVINNVNAFSSLYHIRPKLKDIGDIVEQEAKNIYGQTEKYRTVTVKVNNDF 154
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NTDB id 259 KZH43 RS03480 WP 000491790.1 VSTNIKYAAVLINTSQLEQASQKHEQLIVVVMASFWILSLLASLYLARVSVRPLLESMQKQQSFVENASHELRTPLAVLQ 236
NTDB id 218 SPD RS03780 WP 000491790.1 VSTNIKYAAVLINTSQLEQASQKHEQLIVVVMASFWILSLLASLYLARVSVRPLLESMQKQQSFVENASHELRTPLAVLQ 236
NTDB id 184 SPR RS03565 WP 000491790.1 VSTNIKYAAVLINTSQLEQASQKHEQLIVVVMASFWILSLLASLYLARVSVRPLLESMQKQQSFVENASHELRTPLAVLQ 236
NTDB id 148 SP RS03910 WP 000491790.1 VSTNIKYAAVLINTSQLEQASQKHEQLIVVVMASFWILSLLASLYLARVSVRPLLESMQKQQSFVENASHELRTPLAVLQ 236
NTDB id 978802 MGAS37827 RS04815 WP 010922354.1 .YPAVAYMMAVVNVEQLDRANERYERIIIIVMSVFWLISILASIYLAKWSRKPILESYEKQKMFVENASHELRTPLAVLQ 238
NTDB id 363 SMU RS05195 WP 002262215.1 .YPQIKFATIVINTTQLEEANTRYVTIIISVMIVFWLISVIASVYLAKWSQKPILENYEKQKSFVENASHELRTPLAVLQ 233
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NTDB id 259 KZH43 RS03480 WP 000491790.1 NRLETLFRKPEATIMDVSESIASSLEEVRNMRFLTTSLLNLARRDDGIKPELAEVPTSFFNTTFTNYEMIASENNRVFRF 316
NTDB id 218 SPD RS03780 WP 000491790.1 NRLETLFRKPEATIMDVSESIASSLEEVRNMRFLTTSLLNLARRDDGIKPELAEVPTSFFNTTFTNYEMIASENNRVFRF 316
NTDB id 184 SPR RS03565 WP 000491790.1 NRLETLFRKPEATIMDVSESIASSLEEVRNMRFLTTSLLNLARRDDGIKPELAEVPTSFFNTTFTNYEMIASENNRVFRF 316
NTDB id 148 SP RS03910 WP 000491790.1 NRLETLFRKPEATIMDVSESIASSLEEVRNMRFLTTSLLNLARRDDGIKPELAEVPTSFFNTTFTNYEMIASENNRVFRF 316
NTDB id 978802 MGAS37827 RS04815 WP 010922354.1 NRLESLFRKPNETILENSEHLASSLDEVRNMRILTTNLLNLARRDDGINPQWTHLDTDFFNAIFENYELVAKEYGKIFYF 318
NTDB id 363 SMU RS05195 WP 002262215.1 NRLESLFRKPEATILDSSESIASSLEEVRNMRMLTANLLNLARRDDGIKPEITEIQPRFFDDTFKNYEMIARENGKKLHI 313
consensus !!!!*!!!!!**!!***!!**!!!!*!!!!!!*!!**!!!!!!!!!!!*!********!!***!*!!!**!*!*******
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NTDB id 259 KZH43 RS03480 WP 000491790.1 ENRIHRTIVTDQLLLKQLMTILFDNAVKYTEEDGEIDFLISATDRNLYLLVSDNGIGISTEDKKKIFDRFYRVDKARTRQ 396
NTDB id 218 SPD RS03780 WP 000491790.1 ENRIHRTIVTDQLLLKQLMTILFDNAVKYTEEDGEIDFLISATDRNLYLLVSDNGIGISTEDKKKIFDRFYRVDKARTRQ 396
NTDB id 184 SPR RS03565 WP 000491790.1 ENRIHRTIVTDQLLLKQLMTILFDNAVKYTEEDGEIDFLISATDRNLYLLVSDNGIGISTEDKKKIFDRFYRVDKARTRQ 396
NTDB id 148 SP RS03910 WP 000491790.1 ENRIHRTIVTDQLLLKQLMTILFDNAVKYTEEDGEIDFLISATDRNLYLLVSDNGIGISTEDKKKIFDRFYRVDKARTRQ 396
NTDB id 978802 MGAS37827 RS04815 WP 010922354.1 QNQVNRSLRMDKALLKQLITILFDNAIKYTDKNGIIEIIVKTTDKNLLISVIDNGPGITDEEKKKIFDRFYRVDKARTRQ 398
NTDB id 363 SMU RS05195 WP 002262215.1 INKVNRQIKTDKTLLKQLMTILFDNAVKYTDNDGEIWLDVKTTDRSLIFSVADNGQGISDEDKKKIFDRFYRVDKARTRQ 393
consensus *!***!****!**!!!!!*!!!!!!!*!!!***!*!******!!**!***!*!!!*!!**!*!!!!!!!!!!!!!!!!!!



logo

T
KGGFGLGLASLAQKQITVMDSALKGNSTI

V
I
TVKDKNDKPQKGSVTMI FEAVRKLI LAAINQKTPSKKKK

NTDB id 259 KZH43 RS03480 WP 000491790.1 KGGFGLGLSLAKQIVDALKGTVTVKDNKPKGTIFEVKIAIQTPSKKKK 444
NTDB id 218 SPD RS03780 WP 000491790.1 KGGFGLGLSLAKQIVDALKGTVTVKDNKPKGTIFEVKIAIQTPSKKKK 444
NTDB id 184 SPR RS03565 WP 000491790.1 KGGFGLGLSLAKQIVDALKGTVTVKDNKPKGTIFEVKIAIQTPSKKKK 444
NTDB id 148 SP RS03910 WP 000491790.1 KGGFGLGLSLAKQIVDALKGTVTVKDNKPKGTIFEVKIAIQTPSKKKK 444
NTDB id 978802 MGAS37827 RS04815 WP 010922354.1 TGGFGLGLALAQQIVMSLKGNITVKDNDPKGSIFEVKL.......... 436
NTDB id 363 SMU RS05195 WP 002262215.1 KGGFGLGLSLAKQITDSLKGSIIVKDKKPQGVMFEARLLANK...... 435
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