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MBEKLVEVKD EISFGEG KKFVAV NANFFIJSQKGETFSLVGESGSGKTTIGRAIIGLNDTSEG I DGK|JINGIAYS S
MPEKLVEVKDVEISFGEGEKKFVAVHNANFFINKGETFSLVGESGSGKTTIGRAIIGLNDTSNGEIIFDGKKINGJSILSHS

MPEKLVEVKDVEISFGEGRKKFVAVHNANFFINKGETFSLVGESGSGKTTIGRAIIGLNDTSNGEIIFDGKKINGYLSHS
MPEKLVEVK VEISFGEGRKKFVAVHNANFFINKGETFSLVGESGSGKTTIGRAIIGLNDTSNGEIIFDGKKINGYLSHS
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EKNDLIRRIQMIFQDPAASLNERATVDYILSEGLEINFHLYKDEE RKAKIKIIKEVGLLEEHLTRYPHEFSGGQRQRIG
EKNDLIRRIQMIFQDPAASLNERATVDYILSEGLYNFHLYKDEEERKAKIKEIIKEVGLLEEHLTRYPHEFSGGQRQRIG
EKNDLIRRIQMIFQDPAASLNERATVDYILSEGLYNFHLYKDEEERKAKIKEIIKEVGLLEEHLTRYPHEFSGGQRQRIG

i DRI YL RAT AL VT

TARSLVMQPDLVIADEPISALDVSVRAQVLNLLKKFQKELGLTYLFIAHDLSVVRFISDRIAVIYKGTIVEVAETEELYN
TARSLVMQPDLVIADEPISALDVSVRAQVLNLLKKFQKELGLTYLFIAHDLSVVRFISDRIAVIYKGTIVEVAETEELYN
IARSLVMQPDLVIADEPISALDVSVRAQVLNLLKKFQKELGLTYLFIAHDLSVVRFISDRIAVIYKGTIVEVAETEELYN

I VISLAV P LERRADPHVRE Vo T

NPIHPYT[NSLLSAVPIPDPILERNKIAL\YVYISIP QHDY DKPEMVE PRIHFVW N[AFAEIEIQY[AKE)RR 307
NPIHPYTKSLLSAVPIPDPILERKKVLKVYDPNQHDYSVDKPEMVEVRPGHFVWGNKAEIETYRKEQSK 309
309
NPIHPYTKSLLSAVPIPDPILERKKVLKVYDPNQHDYSVDKPEMVEVRPGHFVWGNKTEIETYRKEQSK 309
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X non conserved
B similar
>50% conserved
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