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id 97698 R8563 RS01780 WP 000842784.1

id 475 HSISS4 RS0O7005 WP 021143809.1 ..

id 324 STU RS16140 WP 011226306.1 BN TSGTTYGYVYSSDPETLDYITSNTGPTKSVVTNGVDGLMEADKYGNLVPSVAEDW
id 292 STER RS06940 WP 011681419.1 B TSGTTYGYVYSSDPETLDYITSNTGPTKSVVTNGVDGLMEADKYGNLVPSVAEDW
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id 324 STU RS16140 WP 011226306.1 SVSKDGLTYTYKIRKGIKWYTSEGEEYANVTAKDFVTGLKHAADSKAG YLVQDSIAGLSDYLSGTNKDFSNVGVKAID YTLQ
id 292 STER RS06940 WP 011681419.1 SVSKDGLTYTYKIRKGIKWYTSEGEEYANVTAKDFVTGLKHAADSKAG YLVQDSIAGLSDYLSGTNKDFSNVGVKAID YTLQ
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id 97698 R8563 RS01780 WP 000842784.1

NTDB id 475 HSISS4 RS07005 WP 021143809.1
NTDB id 324 STU RS16140 WP 011226306.1 GSDQDALVRGFTDGAYNFARV PTSSNYASVEKKYKDNIYYTAPGASTSAIGIN DRQSYKYTAKKTDSEK STKKALLNKDFRQ
NTDB id 292 STER RS06940 WP 011681419.1 GSDQDALVRGFTDGAYNFARV PTSSNYASVEKKYKDNI YTAPGASTSAIGINIDRQSYKYTAKKTDSEK STKKALLNKDFRQ
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