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M@ I TF L F[§ IVVJHEFGHF FAK SGILVREFAIGMGPKIFAHMGKDGTEIYYTIRILPLGGYVRMAGWG DTTEIKTG P|JS
MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDTTEIKTGSPAS
MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDTTEIKTGSPAS
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B ——

VAR A s s e ORV D S AL s|

TNFAGPMNNFILGV 'VF 'LIF  QGGVRIDAYTN{epgs! NageIGAINQYGC (RYWNR TR T[eR)0aV - W o ST A |2yRaTie)d 'l 1§ 'L
TNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNLIQVANGGAAQVSGLKTGDAIVAINKDKVTDWDSLKEALRENTQKFSKGDSL

TNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNLIQVANGGAAQVSGLKTGDAIVAINKDKVTDWDSLKEALRENTQKFSKGDSL
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DY . SEK[ESBIK QNERYT)ZKBSIRERMLINEYQ|ZGGISIDEF LSME V(GG T TENABISENL RIS A IRANIMEE @P DIRIReNeiea AW TIaK ARISIDI
SVTVKRSNGQEETISVKPQ SQGSYFLGVSPVLKTGLKDKIFGGFQMAWEGATAILATLKGLITNFSLNKLGGPVAMFQMSAQAS

SVTVKRSNGQEETISVKPQIYSQGSYFLGVSPVLKTGLKDKIFGGFQMAWEGATAILATLKGLITNFSLNKLGGPVAMFQMSAQAS
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ESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNIIEAIRRKPLNQEIESYITLAGVAVMVVLMIAVTWNDIMRAFFR 420
ESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNIIEAIRRKPLNQEIESYITLAGVAVMVVLMIAVTWNDIMRAFFQ 420
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