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NTDB id 1157 A1552VC RS03895 WP 001888250.1 ..................MVEDTASVAALYRSYLTPLDIDINIVGTGRDAIESIGRREPDLILLDLRLPDMTGMDVLYAV 62
NTDB id 1045 H0N27 RS16330 WP 168727019.1 .........MAEQQPLVLLVDDEEDLCLLMQMTLARMGIKTHLAYRVEQAKQLFTQFHYDACLTDLNLPDGSGLDLVKHV 71
NTDB id 976445 AADV58 RS05260 WP 028995111.1 MSVSRSERRPRGELNRVLVIDDEADIRELIDLTLARMGLAAECAGSVAEAKALLAASSFQLCLTDMRLPDGEGLEIVRYI 80
NTDB id 1473 PAKAF RS24000 WP 003094694.1 ...........MSRQKALIVDDEPDIRELLEITLGRMKLDTRSARNVKEARELLAREPFDLCLTDMRLPDGSGLDLVQYI 69
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NTDB id 1157 A1552VC RS03895 WP 001888250.1 KEKSPDVPIVFMTAHGSIDTAVEAMRHGAQDFLIKPCEADRLRVTVNNAIRKASKLKNDVDNKNQNYQGFIGSSQTMQAV 142
NTDB id 1045 H0N27 RS16330 WP 168727019.1 SQNYPNTPIAVLTAYGNMDIAIAALKAGAFDFVSKPVNQVHLDQLLQKALNRQKVEH.DTTENALENKLLIGRSLPIQQL 150
NTDB id 976445 AADV58 RS05260 WP 028995111.1 GEHHPSLPVAVITAWGSAENAVAALKAGAFDYLAKPVGLEQLRALVRSALRLPS....ESGQS.DELRALTGDSPSMQQV 155
NTDB id 1473 PAKAF RS24000 WP 003094694.1 QQRHPQTPVAMITAYGSLDTAIQALKAGAFDFLTKPVDLGRLRELVATALRLRN....PEAEEAPVDNRLLGESPPMRAL 145
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VNCAGAIPEKSTDNEL IMESEFLFGYHRVKKGASFTGAADITEGQTEDKRDQGAFLAIFELQSA
NTDB id 1157 A1552VC RS03895 WP 001888250.1 YRTIDSAASSKASIFITGESGTGKEVCAEAIHAASKRGDKPFIAINCAAIPKDLIESELFGHVKGAFTGAATERQGAAEA 222
NTDB id 1045 H0N27 RS16330 WP 168727019.1 RIAIKKIARSQAPVFVTGESGTGKEVVANLVHRLSNRSEGPFIAINCGAIPTELMESELFGHKKGSFTGATQDKQGLILS 230
NTDB id 976445 AADV58 RS05260 WP 028995111.1 REMIEKMARSQAPIYISGESGSGKELAARLIHARSARSSGPFVPVNCGAIPENLMESEFFGYRKGAFTGADGDRDGFFQA 235
NTDB id 1473 PAKAF RS24000 WP 003094694.1 RNQIGKLARSQAPVYISGESGSGKELVARLIHEQGPRIERPFVPVNCGAIPSELMESEFFGHKKGSFTGAIEDKQGLFQA 225
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NTDB id 1157 A1552VC RS03895 WP 001888250.1 ADGGTLFLDELCEMDLDLQTKLLRFIQTGTFQKVGSSKMKSVDVRFVCATNRDPWKEVQEGRFREDLYYRLYVIPLHLPP 302
NTDB id 1045 H0N27 RS16330 WP 168727019.1 AHGGSLFLDEIAELPLSMQVKLLRAVQEKKIRPVGSDQEIDVDFRVISASHQDLDLLVRQGKFRQDLFFRIHVMDLILPP 310
NTDB id 976445 AADV58 RS05260 WP 028995111.1 ANGGTLFLDEVADLPLAMQVKLLRAIQEKRVRKVGNVTEEPVDLRIICATHRNLRECVDQGKFRQDLYYRLNVIELRMPP 315
NTDB id 1473 PAKAF RS24000 WP 003094694.1 ASGGTLFLDEVADLPMAMQVKLLRAIQEKAVRAVGGQQEVAVDVRILCATHKDLAAEVGAGRFRQDLYYRLNVIELRVPP 305
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NTDB id 1157 A1552VC RS03895 WP 001888250.1 LRARGDDVIEIAYSLLGFMSKEEGKDFVRLSAEVVERFRQYEWPGNVRQLQNVLRNVVVLNEGREITLDMLPPPLNQMSA 382
NTDB id 1045 H0N27 RS16330 WP 168727019.1 LRERGEDVLLLANHFIQKICMEWETPPKQLTEAAETYLLQQHFPGNVRELRNMIERAITLSEDATIDISHLHPAPLR... 387
NTDB id 976445 AADV58 RS05260 WP 028995111.1 LRERMEDIAPLVDSILNKLCGAA...HPRLSASAIKALQLYSFPGNVRELENILERATALCGGDEIGPEDLHLEPEE... 389
NTDB id 1473 PAKAF RS24000 WP 003094694.1 LRERREDIPLLAERILKRLAGDTGLPAARLTGDAQEKLKNYRFPGNVRELENMLERAYTLCEDDQIQPHDLRLADAP... 382
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NTDB id 1157 A1552VC RS03895 WP 001888250.1 PINRALPLAHEN.............KVSVHEIFP..LWMTEKQAIEQAIEACDGNIPRAATYLDVSPSTIYRKLQTWNEK 447
NTDB id 1045 H0N27 RS16330 WP 168727019.1 .ANISNPFASAAQSIQTTVAAPQAVKKLPSEGLERYLENIEKDILLNALNMTHWNRTLAAKKLGMTFRSLRYRLKKFGLD 466
NTDB id 976445 AADV58 RS05260 WP 028995111.1 .VGGG................GGDGQGRGSESLDEYLNRLERHAILEALQQTEGNRTAAARLLGVTFRSLRYRLERLGIE 452
NTDB id 1473 PAKAF RS24000 WP 003094694.1 .GASQ................EGAASLSEIDNLEDYLEDIERKLIMQALEETRWNRTAAAQRLGLTFRSMRYRLKKLGID 445
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NTDB id 1157 A1552VC RS03895 WP 001888250.1 VKEKEKER 455
NTDB id 1045 H0N27 RS16330 WP 168727019.1 TETEQEV. 473
NTDB id 976445 AADV58 RS05260 WP 028995111.1 ........ 452
NTDB id 1473 PAKAF RS24000 WP 003094694.1 ........ 445
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