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MSRGMGVALTLPYQRFMLSLRIYKRDHFI FLVTAQWKLYI I SAVVL IMVL IGF I FWRQDDYTSRNFENKDNTALKQSTSENNSSLSKLVEDVQVKDG

NTDB id 1294 VP RS04495 WP 021449594.1 ................................................................................ 0
NTDB id 1395 DSB67 RS04445 WP 010649155.1 ................................................................................ 0
NTDB id 36 MW RS08230 WP 001793467.1 ....MVLLYQFLLRYKDFLTQWKLYIISAVVLIMVLIGFIFWRQDDYTSRNFENKDNALKQSTSENSSLSKVEDVQVKDG 76
NTDB id 20 SA RS08005 WP 001802022.1 ....MVLLYQFLLRYKDFLTQWKLYIISAVVLIMVLIGFIFWRQDDYTSRNFENKDTALKQSTSENNSLSKLEDVQVKDG 76
NTDB id 1014 ACIAD RS13855 WP 004924483.1 ...........MSI.RHFFT............................................................ 8
NTDB id 976438 AADV58 RS03055 WP 028993626.1 ................................................................................ 0
NTDB id 1127 NGFG RS10560 WP 003703428.1 MSRGGATPYRFLLI.RHIVA............................................................ 19
NTDB id 1126 NGFG RS09375 WP 003703428.1 MSRGGATPYRFLLI.RHIVA............................................................ 19
NTDB id 1125 NGFG RS07215 WP 003703428.1 MSRGGATPYRFLLI.RHIVA............................................................ 19
NTDB id 1108 NGFG RS06525 WP 003703428.1 MSRGGATPYRFLLI.RHIVA............................................................ 19
NTDB id 1242 Cj0011c YP 002343483.1 ................................................................................ 0
consensus * *** * *

logo

DNSKN
R
K
CGFPLFVLWYFVADTVLKGAKVTKMHKRPKNVYKMTSKDI

R
T
L
V
M
T
L
V
F
F
L
T
D
VLLFGSDCKAMF

Q
L
LLDEDADVSQR IVNAL

F
A
S
Q
E
G
K
F
L
D
T
Q
DQYKDMAIKFWKMITLPHTKLQCGLQLVKAIVNFHLVDAETPRQLI EGNSVLMSNASLSWV

NTDB id 1294 VP RS04495 WP 021449594.1 ...........................................................MKWILTLCLVVFAP....LSL 17
NTDB id 1395 DSB67 RS04445 WP 010649155.1 ...........................................................MKWMLTLCLLILAP....MSW 17
NTDB id 36 MW RS08230 WP 001793467.1 DNSKNKGPVYVDVKGAVKHPNVYKMTSKDRVVDLLDKAQLLEDADVSQINLSEKLTDQKMIFIPHKGQKNVEPQIGVNSV 156
NTDB id 20 SA RS08005 WP 001802022.1 DNSKNKGPVYVDVKGAVKHPNVYKMTSKDRVVDLLDKAQLLDDADVSRINLSEKLTDQKMIFIPHKGQKNVEPQIEVNSV 156
NTDB id 1014 ACIAD RS13855 WP 004924483.1 .......FFWAT..................LLTLFS.MQ.........IVFAQGFDQQYDAWKT..QQKAHDTRLNSSAS 51
NTDB id 976438 AADV58 RS03055 WP 028993626.1 .................MKR.........ITTLLFG.ML...........A............................. 13
NTDB id 1127 NGFG RS10560 WP 003703428.1 ....RCGLLFATLKGKTMKK..........MFVLFC.ML...........F............................. 44
NTDB id 1126 NGFG RS09375 WP 003703428.1 ....RCGLLFATLKGKTMKK..........MFVLFC.ML...........F............................. 44
NTDB id 1125 NGFG RS07215 WP 003703428.1 ....RCGLLFATLKGKTMKK..........MFVLFC.ML...........F............................. 44
NTDB id 1108 NGFG RS06525 WP 003703428.1 ....RCGLLFATLKGKTMKK..........MFVLFC.ML...........F............................. 44
NTDB id 1242 Cj0011c YP 002343483.1 .................MKK..........LLFLF...F...........A............................. 10
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NTDB id 1294 VP RS04495 WP 021449594.1 AA.DTKADKYEGIEITVNINTASAEEIATMLKGIGEKKAQSIVDYRTEHGPFKTAADLTNVKGIGEATIKKNEDRILL.. 94
NTDB id 1395 DSB67 RS04445 WP 010649155.1 AETKTKADKYEGIEITVNVNSATAQEIATLLIGIGEKKAQDIVEYRNEHGPFKTAADLTKVKGIGEATVRKNEDRILL.. 95
NTDB id 36 MW RS08230 WP 001793467.1 .....HVKNGNTNNTKVNLNTASVSELMS.VPGVGQAKANAIVEYRNQQGAFQEIDDLKKVKGFGSKTFDKLKSYFTI.. 228
NTDB id 20 SA RS08005 WP 001802022.1 .....HVKNGNTNNTKVNLNTASVSELMS.VPGVGQAKANAIVEYRNQQGAFQEIDDLKKVKGFGSKTFDKLKSYFTI.. 228
NTDB id 1014 ACIAD RS13855 WP 004924483.1 HHSLSKPTQQSGTGVKVNINSATAKELQQ.LHGVGEKKALAIVEYRQQYGKFASVDDLQKVKGIGPKFIEKNRDRLAI.. 128
NTDB id 976438 AADV58 RS03055 WP 028993626.1 ........GIGMAMAAVNINTATEAELDA.VKGIGPGKARAIVEHRDKNGPFKSVDDLTNVKGFGKKSIDKLRSELTTGA 84
NTDB id 1127 NGFG RS10560 WP 003703428.1 ........SCAFSLAAVNINAASQQELEA.LPGIGPAKAKAIAEYRAQNGAFKSVDDLIKVKGIGPAVLAKLKDQASVGA 115
NTDB id 1126 NGFG RS09375 WP 003703428.1 ........SCAFSLAAVNINAASQQELEA.LPGIGPAKAKAIAEYRAQNGAFKSVDDLIKVKGIGPAVLAKLKDQASVGA 115
NTDB id 1125 NGFG RS07215 WP 003703428.1 ........SCAFSLAAVNINAASQQELEA.LPGIGPAKAKAIAEYRAQNGAFKSVDDLIKVKGIGPAVLAKLKDQASVGA 115
NTDB id 1108 NGFG RS06525 WP 003703428.1 ........SCAFSLAAVNINAASQQELEA.LPGIGPAKAKAIAEYRAQNGAFKSVDDLIKVKGIGPAVLAKLKDQASVGA 115
NTDB id 1242 Cj0011c YP 002343483.1 ........LTAFLFGAVNINTATLKELKS.LNGIGEAKAKAILEYRKE.ANFTSIDDLKKVKGIGDKLFEKIKNDITIE. 79
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