
logo MLLS I LFFI FLGL I FLGSFFYYTAAGCR IPLHR I
LS IV IASPRSASCPSFCRLRPTLSTPWAGEL IVP I

V
L
VSFYI

L
F
LQKRGKRCKRNSCGRAHKR I

LSFVMYPAAECLVWTA
NTDB id 976141 AADV39 RS12905 WP 012118107.1 MLLILFFLGLIFGSFFYTAACRIPLRISVISPRSACSFCRLPLSWGELVPVVSYILQRGRCRNCRAKLSVMYPAAECWTA 80
NTDB id 103 BSU 28070 NP 390685.2 MLSILFIFGLILGSFYYTAGCRIPLHLSIIAPRSSCPFCRRTLTPAELIPILSFLFQKGKCKSCGHRISFMYPAAELVTA 80
consensus !! !!! !!! !!!*!!!*!!!!!**!*! !!! !*!!! *!***!!*!**!** !*!*!* ! ***! !!!!!!* !!
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NTDB id 976141 AADV39 RS12905 WP 012118107.1 CLFTAAGIHFGFSKELLVALLFLSLLMIVTMTDLQYMLIPDKVLLFFLPLFIAGRMFSPLDSWYAGFAGAVCGFFLLVFI 160
NTDB id 103 BSU 28070 NP 390685.2 CLFAAAGIRFGISLELFPAVVFISLLIIVAVTDIHFMLIPNRILIFFLPFLAAARLISPLDSWYAGLLGAAAGFLFLAVI 160
consensus !!! !!!!*!! ! !! *!**!*!!!*!! *!!***!!!! **!*!!!! !*!* !!!!!!!!! !! *!! ! !

logo

A
M
A
F
I
V
S
T
H
KGGI

VGAGGDI
VKLFAGVIGFLTVLGVKLML

V
A
L
A
IAFFFLSVLMIGALVYGAMACAAVALRTGRLAGKKRQPFLPFAPAIASAGSAI LASYLYGDEES ILFI S

NTDB id 976141 AADV39 RS12905 WP 012118107.1 MFVSKGGIGAGDVKLFGVIGLTLGVKLVLIAFFLSVMIGAVYGMCAAARGRLGKKQPFPFAPAISAGSALSYLYGEELFS 240
NTDB id 103 BSU 28070 NP 390685.2 AAITHGGVGGGDIKLFAVIGFVLGVKMLAAAFFFSVLIGALYGAAAVLTGRLAKRQPLPFAPAIAAGSILAYLYGDSIIS 240
consensus ***!!*!*!!*!!!*!!! !!!!** !!! !!*!!!*!! *! !!!*!*!! !!!!!! !!! ! !!!!* * !

logo FYIKLMALSGGA
NTDB id 976141 AADV39 RS12905 WP 012118107.1 FYIKLASGGA 250
NTDB id 103 BSU 28070 NP 390685.2 FYIKMALG.. 248
consensus !!!!*! !**
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