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NTDB id 1045 H0N27 RS16330 WP 168727019.1 ......MAEQQPLVLLVDDEEDLCLLMQMTLARMGIKTHLAYRVEQAKQLF.TQFHYDACLTDLNLPDGSGLDLVKHVSQ 73
NTDB id 976049 WMB06 RS08165 WP 341678641.1 MSANDRRTRFESTVLIVDDEDDIRELLELTCLRMGLGAETAANLKEARDKLAGPQRFKLCLTDMRLPDGEGIELVREVAA 80
NTDB id 1473 PAKAF RS24000 WP 003094694.1 ........MSRQKALIVDDEPDIRELLEITLGRMKLDTRSARNVKEARELL.AREPFDLCLTDMRLPDGSGLDLVQYIQQ 71
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 NYPNTPIAVLTAYGNMDIAIAALKAGAFDFVSKPVNQVHLDQLLQKALNRQKVEHDTTENALENKLLIGRSLPIQQLRIA 153
NTDB id 976049 WMB06 RS08165 WP 341678641.1 GHPELPIAVITAHGSMENAVTALKAGAFDYLSKPVSLEQLRALVKSVLELPART..QESRPVAGSALTGDSPAMRQARAM 158
NTDB id 1473 PAKAF RS24000 WP 003094694.1 RHPQTPVAMITAYGSLDTAIQALKAGAFDFLTKPVDLGRLRELVATALRLRNPE..AEEAPVD.NRLLGESPPMRALRNQ 148
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 IKKIARSQAPVFVTGESGTGKEVVANLVHRLSNRSEGPFIAINCGAIPTELMESELFGHKKGSFTGATQDKQGLILSAHG 233
NTDB id 976049 WMB06 RS08165 WP 341678641.1 IEKLARSLAPVYISGESGSGKERAARLVHDLGPRAGKPFVAVNCGAIPENLVESEFFGYRKGAFTGAESDRDGFFQAASG 238
NTDB id 1473 PAKAF RS24000 WP 003094694.1 IGKLARSQAPVYISGESGSGKELVARLIHEQGPRIERPFVPVNCGAIPSELMESEFFGHKKGSFTGAIEDKQGLFQAASG 228
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 GSLFLDEIAELPLSMQVKLLRAVQEKKIRPVGSDQEIDVDFRVISASHQDLDLLVRQGKFRQDLFFRIHVMDLILPPLRE 313
NTDB id 976049 WMB06 RS08165 WP 341678641.1 GTLFLDEVGDLPLPMQVKLLRAIQEKRVRRVGDTSEQAVDLRIISATHRNLKDLVEQGRFRQDLFYRLNVIELRMPALRE 318
NTDB id 1473 PAKAF RS24000 WP 003094694.1 GTLFLDEVADLPMAMQVKLLRAIQEKAVRAVGGQQEVAVDVRILCATHKDLAAEVGAGRFRQDLYYRLNVIELRVPPLRE 308
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 RGEDVLLLANHFIQKICMEWETPPKQLTEAAETYLLQQHFPGNVRELRNMIERAITLSEDATIDISHLHPAPLRANISNP 393
NTDB id 976049 WMB06 RS08165 WP 341678641.1 RLEDIPALVDTLLARLAAEGGS.VPRLSPGALKALMAYAFPGNVRELENILERALALHQGEEIELDDLHLEPTEDERG.. 395
NTDB id 1473 PAKAF RS24000 WP 003094694.1 RREDIPLLAERILKRLAGDTGLPAARLTGDAQEKLKNYRFPGNVRELENMLERAYTLCEDDQIQPHDLRLADAPGASQ.. 386
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 FASAAQSIQTTVAAPQAVKKLPSEGLERYLENIEKDILLNALNMTHWNRTLAAKKLGMTFRSLRYRLKKFGLDTETEQEV 473
NTDB id 976049 WMB06 RS08165 WP 341678641.1 ..........EGGVPGGGVALERESLQDYLDRVERMAILDALEKTGGNRTAASRLLGVTFRSLRYRMERLGMKD...... 459
NTDB id 1473 PAKAF RS24000 WP 003094694.1 ..........E....GAASLSEIDNLEDYLEDIERKLIMQALEETRWNRTAAAQRLGLTFRSMRYRLKKLGID....... 445
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