
logo MFSFFKRKRDKAKKDQAERTPADELAEEPAEDQVQEKTAAKVESEVAQIVGNIKEDVESLAESVKGRAESAVETVSGAVEQVKETPVAEMVPSVEQAAG
NTDB id 976046 WMB06 RS03340 WP 341677667.1 MFSFFKKDAKDARPDEAPED..K...............................................TPAEVPVQAA 31
NTDB id 1118 NGFG RS11455 WP 003696286.1 MFSFFRRKKKQETPALEEAQVQETAAKVESEVAQIVGNIKEDVESLAESVKGRAESAVETVSGAVEQVKETVAEMPSEAG 80
consensus !!!!!** ! ! * ** ***********************************************!*!!*! !*
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NTDB id 976046 WMB06 RS03340 WP 341677667.1 Q................APAAPAVAAASVPEEAPKRSWMDRLRQGLSRTRAQLNAAAGPMLGADVGDALGGLGGLFSRRK 95
NTDB id 1118 NGFG RS11455 WP 003696286.1 EAAERVESAKEAVAETVGEAVGQVQEAVATTEEHKLGWAARLKQGLAKSRDKMA...............KSLAGVFGGGQ 145
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NTDB id 976046 WMB06 RS03340 WP 341677667.1 IDEELLEELESTLLTADCGVEATTYLLTELRTRWKRDKLETGEQLRDVLVELLEGLLAPLEQALDID.RHRPTIIMLAGV 174
NTDB id 1118 NGFG RS11455 WP 003696286.1 IGEDLYEELETVLITGDMGMEATEYLMKDVRGRVSLKGLKDGNELRGALKEALYDLIKPLEKPLVLPETKEPFVIMLAGI 225
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logo NGASGKTTS IGKLAKRYFQASQGKSVLLAAGDTFRAAAREQLQAEWGGRRNDNVTVIASQETSTGDPSAAVCI FDAVQSAAKRARGIDIVLAD
NTDB id 976046 WMB06 RS03340 WP 341677667.1 NGSGKTTSIGKLAKRFQSQGKSVLLAAGDTFRAAAREQLQEWGRRNDVTVIAQESGDPAAVIFDAVSAARARGIDIVLAD 254
NTDB id 1118 NGFG RS11455 WP 003696286.1 NGAGKTTSIGKLAKYFQAQGKSVLLAAGDTFRAAAREQLQAWGGRNNVTVISQTTGDSAAVCFDAVQAAKARGIDIVLAD 305
consensus !! !!!!!!!!!!! !! !!!!!!!!!!!!!!!!!!!!!! !! !! !!!! ! *!!*!!!*!!!! !!*!!!!!!!!!!
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NTDB id 976046 WMB06 RS03340 WP 341677667.1 TAGRLPTQLHLMEEIAKVRRVIQKADPTGPHEVLLVLDANIGQNALAQLKAFDKAAGVTGLVVTKLDGTAKGGVLAAIAR 334
NTDB id 1118 NGFG RS11455 WP 003696286.1 TAGRLPTQLHLMEEIKKVKRVLQKAIPGAPHEIIVVLDANIGQNAVNQVKAFDDALGLTGLIVTKLDGTAKGGILAALAS 385
consensus !!!!!!!!!!!!!!! !!*!!*!!! ! *!!!***!!!!!!!!!!* !*!!!! ! !*!!!*!!!!!!!!!!!*!!!*!
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NTDB id 976046 WMB06 RS03340 WP 341677667.1 TAPKPIRFIGVGEGIDDLQPFVAREFVEALFDLPSRSTNKNTA 377
NTDB id 1118 NGFG RS11455 WP 003696286.1 DRPVPVRYIGVGEGIDDLRPFDARAFVDALLD........... 417
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