
logo MKPQSLQLRLVSQHQLALTPQLQQS IKRLLQLSTI
LELNQQTE I

VEQRAMLLTDENPLLERDEDNEVDWLNDPTDSASRWIGAHDTAGESVNALQSASSTATTPGLDPGTAE
NTDB id 976041 WMB06 RS01080 WP 341677223.1 MKPSLQLRVSQQLALTPQLQQSIKLLQLSTLELNTEIERMLLDNPLLERDDVDNDPDSW.GHTAE......ATTTPGDGA 73
NTDB id 1425 RS RS02020 WP 011000369.1 MKQSLQLRLSQHLALTPQLQQSIRLLQLSTIELQQEVEQALTENPLLERENEWLDTSARIGADGSVNALQSSSATPLPTE 80
consensus !!*!!!!!*!!*!!!!!!!!!!!*!!!!!!*!!* !*! ! *!!!!!!* !* *!* * ****** * !! *
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NTDB id 976041 WMB06 RS01080 WP 341677223.1 GSAEEAPAADNKESERDSF..........EEGQMDWSSEGGSGSGSSSNRDDDDDTDFQEFRAAQTSLRDHLDSQVSLIP 143
NTDB id 1425 RS RS02020 WP 011000369.1 SPPPAANGADHADTAEASYENGSDFDSDYGTERSDWSLDDFARK....PQSDEDDRAPMQLREAEPTQREFLMEQLAPLK 156
consensus *** !**!!* ** !*********** !!! * ***** !*!! * ! ! ** !**! !* ***

logo LSDPRDKREGLVI
RFLMI EASLDDDEGYLSTGQPSLPDEE I

LLAEDLLPAEALEVELDEELQAIALARHML
VQNSFLDPAPGI

VGARSAPAGECLSTLQLQRRTLDPQNSPAV
NTDB id 976041 WMB06 RS01080 WP 341677223.1 LSDRDRELVRFMIEALDDDGYLSQPPEELLELLPAEAEVELEELQIALAHVQNLDPPGVGARSPGECLSLQLRTLPQNPV 223
NTDB id 1425 RS RS02020 WP 011000369.1 LSPRDKGLVIFLIESLDDEGYLTGSLDEILADLPAELEVELDELQAALRMLQSFDPAGIGARSAAECLTLQLQRLD.SPA 235
consensus !!*!!* !! !*!! !!!*!!!* ***!*! !!!! !!!!*!!! !! **! !!*!*!!!!**!!!*!!! !** !
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TICVNQHLELLAASRDFYTVRLKKRALLGSCVDGDDGESLKRAEAHEQL IVCRGSLADPFRPGHSARFAGARALDEADRFYI

VVPDVVVRKTYARAGGHWMNAQSLNGPD
NTDB id 976041 WMB06 RS01080 WP 341677223.1 RDLAIAICNQHLELLASRDFVRLKRLLGCGDDSLREAHQLVCGLDPRPGSRFAALDARYIVPDVVVRKYRGHWNASLNGD 303
NTDB id 1425 RS RS02020 WP 011000369.1 KPLALTIVNQHLELLAARDYTRLKKALSVDDGELKAAHELIRSLAPFPGHAFGRAEADFVVPDVVVRKTAAGWMAQLNPD 315
consensus **!!* !*!!!!!!!! !!* !!!* ! * ! !* !! !** ! ! !!* !* *! **!!!!!!!! **! ! !!*!
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VPRLR INDQLMYAGQI LQRQSHSRGESSAGAANSLQSQSKQLQEARWLMIKNI

VQQRFDTI LRVSQAIVDERQKRQSFFDTHYGDE I
VAMRPLTVLRE IADE

NTDB id 976041 WMB06 RS01080 WP 341677223.1 AVPRLRINQLYAGILQQHRGSSA..SLSSQLQEARWMIKNVQQRFDTILRVSQAIVDRQRQFFDYGDVAMRPLTLREIAE 381
NTDB id 1425 RS RS02020 WP 011000369.1 VMPRLRINDMYAQILRSSRGESGAANLQQKLQEARWLIKNIQQRFDTILRVSQAIVERQKSFFTHGEIAMRPLVLREIAD 395
consensus *!!!!!! *!! !! *!! !*** ! !!!!!!*!!!*!!!!!!!!!!!!!!!*!!* !! *!**!!!!! !!!!!*
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TLDGLHESTI SRVTTNQKYMATPMRGI

T
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LELKYFFGSHVSTDESTGGAACSASTAIRAL IKRQLVAGAEDPRKKNPLSDASR IAELLGEQQGFIV

NTDB id 976041 WMB06 RS01080 WP 341677223.1 QLDLHESTISRVTTQKYMATPRGILELKYFFGSHVSTDSGGACSATAIRALIRQLVAAEDRKKPLSDARIAELLGQQGIV 461
NTDB id 1425 RS RS02020 WP 011000369.1 TLGLHESTISRVTTNKYMATPMGTFELKYFFGSHVSTETGGAASSTAIRALIKQLVGAEDPKNPLSDSRIAELLGEQGFV 475
consensus ! !!!!!!!!!!!*!!!!!! ! !!!!!!!!!!!!**!!!*! !!!!!!!*!!!*!!!*! !!!! !!!!!!! !! !

logo VARRTI
VAKYREALKNIPAPVNSLQRKMS IL

NTDB id 976041 WMB06 RS01080 WP 341677223.1 VARRTIAKYREALNIPPVSQRKMI 485
NTDB id 1425 RS RS02020 WP 011000369.1 VARRTVAKYREALKIPAVNLRKSL 499
consensus !!!!!*!!!!!!! !!*! !! *



X non conserved

X similar

X ≥ 50% conserved


