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NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFRRQAEVAGQYLRKGSKVYV 78
NTDB id 1103 NMB RS07590 WP 002212976.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDRN.GQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1131 NGFG RS05740 WP 003695064.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDRN.GQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 976027 AADW57 RS01820 WP 341668350.1 ..MASVNKVILVGNLGRDPEVRYSAEGSAICNISIATTSQWKDRNSGERREETEWHRVVFYNRLAEIAGEYLKKGRSVYV 78
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGGAVANITIATSETWRDKATGEQKEKTEWHRVTLYGKLAEVAGEYLRKGSQVYI 80
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NTDB id 1390 A4U84 RS00055 WP 021115958.1 EGKLKTRKWQDQNGQDRYTTEIQGDV....LQMLDSRSSGGDFGGNQGSGWNQAPAQTNYNQGGYSDNYAQNNNFNGGNA 154
NTDB id 1103 NMB RS07590 WP 002212976.1 EGRIQSRKYQGKDGIERTAYDIVANE....MKMLGGRNENSGGAPYEE.GY..GQS.....QEAYQRPAQQSRQPASDAP 144
NTDB id 1131 NGFG RS05740 WP 003695064.1 EGRIQSRKYQGKDGIERTAYDIVANE....MKMLGGRNENSGGAPYDE.GY..GQS.....QEAYQRPAQQSRQPAPDAP 144
NTDB id 976027 AADW57 RS01820 WP 341668350.1 EGRLRTRKWTGQDNQERYTTEIIAEQ....MQMLGGRDGG.D.MG..G.GA..SMG.....GGDYGNSA.PAPQRAP..R 139
NTDB id 1166 A1552VC RS00795 WP 000168289.1 EGQLQTRKWQDQSGQDRYSTEVVVQGYNGIMQMLGGRAQQGG.MPAQG.GMNVPAQ.....QGSWGQPQQPAKQHQPMQQ 153
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NTDB id 1390 A4U84 RS00055 WP 021115958.1 TRPQ.....PAQKPAAQAEPPMDNFDDDIPF 180
NTDB id 1103 NMB RS07590 WP 002212976.1 SHPQEAPAAPRRQP.VPAAAPVEDIDDDIPF 174
NTDB id 1131 NGFG RS05740 WP 003695064.1 SHPQEAPAAPRRQP.VPAAAPVEDIDDDIPF 174
NTDB id 976027 AADW57 RS01820 WP 341668350.1 QAPQQQQQAPRNNP..PMSDNLADMDDDIPF 168
NTDB id 1166 A1552VC RS00795 WP 000168289.1 SAPQQYS.....QP..QYNEPPMDFDDDIPF 177
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