
logo MDFEKI EQAAYTNYLLLEDNVCQVR I
L
Q
E
S
T
D
QLAHTNHFLYDALVI EQNSAI

CYLDGGAETGEALDEDQFVIKDENNQKTKLKRRQLANLRSKEEWLRKRTSYFQFLI LFMIKAGTQTSEQPQLQAS
NTDB id 97594 R8775 RS09695 WP 050233486.1 MDFEKIEQAYTYLLENVQVIQSDLATNFYDALVEQNSIYLDGETELEQVKDNNQTLKRLALRKEEWLKTYQFLLMKAGQTEPLQA 85
NTDB id 401 FSA28 RS09370 WP 002291646.1 MDFEKIEAAYNLLLDNCQRLETQLHTHLYDALIEQNACYLGAEGADDFIKENNKKLRQLNLSKEEWRRSFQFIFIKATQSQQLQS 85
NTDB id 392 SMU RS09000 WP 002263442.1 MDFEKIEAAYNLLLDNCQRLETQLHTHLYDALIEQNACYLGAEGADDFIKENNKKLRQLNLSKEEWRRSFQFIFIKATQSQQLQS 85
consensus !!!!!!!*!!**!!*!*!*****!*!**!!!!*!!!**!!**!******!*!!**!**!*!*!!!!****!!***!!*!***!!*
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NTDB id 97594 R8775 RS09695 WP 050233486.1 NHQFTPDAIALLLVFIVEELFTEEEITILEMGSGMGILGATFLTSLTKKVDYLGMEVDDLLIDLAASMADVIGLQAGFVQGDAVR 170
NTDB id 401 FSA28 RS09370 WP 002291646.1 NHQFTPDSIGFIILYLLEGLTNKSQLDIIEIGSGTGNLAETIVNNSSKSIDYIGIEVDDLLIDLSASIADVLDSSVHFVQEDAVR 170
NTDB id 392 SMU RS09000 WP 002263442.1 NHQFTPDSIGFIILYLLEGLTNKSQLDIIEIGSGTGNLAETIVNNSSKSIDYMGIEVDDLLIDLSASIADVLDSSVHFVQEDAVR 170
consensus !!!!!!!*!********!*!*******!*!*!!!*!*!**!******!**!!*!*!!!!!!!!!*!!*!!!******!!!*!!!!

logo PQMI LKESDI
V
V
I I SDLPVGYFYPDNDAKVIASQRHYQVASASKQLEGHTYAHHLLMEQGSLKYLKSKDEGYLAI FLAPSVDLLTSPEQSNPLLKVKWLKQENENAVSTLIVL

NTDB id 97594 R8775 RS09695 WP 050233486.1 PQMLKESDVVISDLPVGYYPDDAVASRHQVASSQEHTYAHHLLMEQGLKYLKSDGYAIFLAPSDLLTSPQSNLLKVWLKEEASLV 255
NTDB id 401 FSA28 RS09370 WP 002291646.1 PQILKESDVIISDLPVGFYPNDKIAQRYQVAAKLGHTYAHHLLMEQSLKYLKKEGLAIFLAPVDLLTSEQSPLLKKWLQNNVTIL 255
NTDB id 392 SMU RS09000 WP 002263442.1 PQILKESDIIISDLPVGFYPNDKIAQRYQVAAKLGHTYAHHLLMEQSLKYLKKEGLAIFLAPVDLLTSEQSPLLKKWLQNNVTIL 255
consensus !!*!!!!!**!!!!!!!*!!*!**!*!*!!!****!!!!!!!!!!!*!!!!!**!*!!!!!!*!!!!!*!!*!!!*!!*******

logo AMVI SLPENALI FAKNQAKKSQNSIKTS I F IVLQKKKQSEQVQASVLEPSFVYPLATSDLQDAPSEVLMRKRFKMEKNFQKKWTKQEGDTNEVI
F

NTDB id 97594 R8775 RS09695 WP 050233486.1 AMISLPENLFANAKQSKTIFILQKKSEVAVEPFVYPLASLQDASVLMKFKENFQKWTQGTEI 317
NTDB id 401 FSA28 RS09370 WP 002291646.1 AVISLPEAIFKQKSNIKSIFVLKKQSQQSLESFVYPLTDLQDPEVLRRFMKNFKKWKEDNVF 317
NTDB id 392 SMU RS09000 WP 002263442.1 AVISLPEAIFKQKSNIKSIFVLKKQSQQSLESFVYPLTDLQDPEVLRRFMKNFKKWKEDNVF 317
consensus !*!!!!!**!******!*!!*!*!*!****!*!!!!!**!!!**!!**!**!!*!!******
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