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HAATSTPRNHNPPSLKASGNAPHNVYVVKKRGDTLWDI SGHKFLKNKPWRWP

NTDB id 975599 AAC899 RS15210 WP 317657714.1 MNMVLNGLRTFSHLGLKQYGFALAICGVVGIS...NAEAATRNHNPPSLKAGAPHVYVVKKGDTLWDISGKFLKKPWRWP 77
NTDB id 1053 ABD1 RS00870 WP 000755276.1 MKKVFNGMVNFHALGIKKHLLALALCTGVAIGTIAEVHATSPNHNPPSLKSNAPNVYVVKRGDTLWDISGHFLNKPWRWP 80
consensus ! ! !!* !**!!*! * !!!*! !*! *** *! **!!!!!!!! !!*!!!!!*!!!!!!!!!*!! !!!!!!

logo E IWASNKQHVKNPHWIYPGDRLLLCSTLDNGRPLVGKRDEMGDGCEVGI IRRYTGQRTTHTLPQPQVR I
VEAELKNNS IVPVIPLESHQIKQQWLE

NTDB id 975599 AAC899 RS15210 WP 317657714.1 EIWASNKHVKNPHWIYPGDRLLLCTLNGRPLVGRDMGDGCEGIIRRYTGRT.TLPPQVRIEELKNSIPVIPLSQIQQWLE 156
NTDB id 1053 ABD1 RS00870 WP 000755276.1 EIWASNQHVKNPHWIYPGDRLLLCSLDGRPLVGKDEGDGCVGIIRRYTGQTTHLQPQVRVEALNNSVPVIPLEHIKQWLE 160
consensus !!!!!! !!!!!!!!!!!!!!!!!*! !!!!!!*! !!!! !!!!!!!! !**!*!!!!*! ! !!*!!!!! *! !!!!
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VYHREGEPYTYAFLTDENHKGKKHRI
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VEL ILQVASGI

VAVQS
NTDB id 975599 AAC899 RS15210 WP 317657714.1 RSTLVSADAIESVPYVVGTTDQRVLAAKGQKIFVRGQGLQNGQRYAIYHEGEPYTALDEHGKKRILAVELIQVASGIAVQ 236
NTDB id 1053 ABD1 RS00870 WP 000755276.1 NSTILPADSITNTPYIVGTADQRVLAGKGQTIYARGQGLINGQRYAVYREGEPYYFTDNKGKKHSLGIELLQVASGVAVS 240
consensus !!***!! ! !!*!!! !!!!!!*!!! !* !!!!! !!!!!!*!*!!!!! ! *!!!* !**!!*!!!!!*!!

logo SEKQDE ITTLELTDSTYNAETVRRGDLRVMPEEQDQAMTLPTFLFYPTVDEAGKNEQMVTVADGGKI IVRVMGS IAGRTAAKRNSVVTLDNRGLTNTQGAIKQVGQ
NTDB id 975599 AAC899 RS15210 WP 317657714.1 SEQEITTLELTDTYNAETRRGDLVMPEQDAMLPTFFYPTEGNEMVAGGKIVRVMGSIATAARNSVVTLNRGLNQGAKVGQ 316
NTDB id 1053 ABD1 RS00870 WP 000755276.1 SEKDITTLELTDSYNAEVRRGDRVMPEEQATLPTLFYPVDAKQVTDGGKIIRVMGSIGRAAKNSVVTLDRGTTQGIQVGQ 320
consensus !! *!!!!!!!!*!!!! !!!! !!!! ! !!! !!! ** * !!!!*!!!!!!* !!*!!!!!! !! !! !!!

logo VFLDITYAQQGES IVKRDPKTHKELVIKQLPGNQNQIGSLMI
VFKRTFDEQFLSYAYVLESDNLP IKVGASES ITQRPSPQDFENDE

NTDB id 975599 AAC899 RS15210 WP 317657714.1 VLDIYAQGESVKDPKTHELIKLPNQNIGSLMIFKTFDEFSYAYVLESNLPIKVGAETRPPQDEE 380
NTDB id 1053 ABD1 RS00870 WP 000755276.1 VFDITQQGESIRDPKTKEVIQLPGQQIGSLMVFRTFDQLSYAYVLESDLPIKVGSSIQSPQFND 384
consensus ! !! !!!!**!!!!*!*! !! !*!!!!!*!*!!! !!!!!!!! !!!!!! *!! *
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