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L I FLVYLTTDGAQGQHTDSNSDSLYLQHQPAELYSVFYTLLVGIYSTLLSFLMVQGLGLCVFKF ISATRTQWAIATRS
NTDB id 975596 AAC899 RS14965 WP 111812612.1 MPAPALSTQLSYTIYRLGAWYGAYRVIIGLSLILIFYTTGQGHSSDYLHPELYVFTLVIYTLLSFMQGGVFKFSTRWIAS 80
NTDB id 1044 H0N27 RS16325 WP 206677389.1 .MQFPLNSSLSHTIFRLGTWYGLYRLIIAVSLNIILVLTDAQTDNSLQQPALYSYTLLGYSLLSLVQLLCFKFIATQATR 79
consensus ** **! * !!*!!*!!! !!! !!*!!**!! *! ! * *! !! *!!* !*!!! *! *!!!

logo QL ITFLFLF IVDI IVCVLSLLTFYASVGESPNSLHQLSLMLYVI
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VTLLAVIAVVIYQQRFVVGLSVLFDKYDNHNLNSSTIGSNSAI
NTDB id 975596 AAC899 RS14965 WP 111812612.1 QLTFLFIVDIVVLSLLTYAVGSPSLHLSMLYVVTVFSAAILLQARMSLTVTLLAVIVVIYQQVVLVLFDKDHLSSISNSI 160
NTDB id 1044 H0N27 RS16325 WP 206677389.1 QLILFFIVDIICLSLLTFSVGEPNLQLSLLYVIAIFTSAILLSARMSLLITLLAVIAVIYQRFVGSLFDYNNLNTIGNSA 159
consensus !! !!!!!**!!!!!* !! ! !*!!*!!!* *!* !!!! !!!!! *!!!!!! !!!! ! !!! *! *! !!
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VVVCSNPAACSSFLLGIPQPLQFAHN
NTDB id 975596 AAC899 RS14965 WP 111812612.1 LLAFLFFVVYGIGQIAVRRFQLLENIANHQSDVLNQLQNINRYILDQAKEGYLVLDESYHVVVCNPAASSFLGIQPLFAH 240
NTDB id 1044 H0N27 RS16325 WP 206677389.1 LLAFLFFVVHGIGQIAVQRFKLLEALTFHQSIELYQLQNINRYILEQIEEGYLVLDENYDIVVSNPAACSLLGIPPQFAN 239
consensus !!!!!!!!!*!!!!!!! !! !!! * !!! ! !!!!!!!!!!*! !!!!!!!! !**!!*!!!!*! !!!*! !!*

logo EKQLYPLVKNLWHQAPDLFVE I
VLKRFSGTDSLKQDEGDERTF INFESQRFLSATYRS ILHNI
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MNQQRAVQQLKLAALGQLSA
NTDB id 975596 AAC899 RS14965 WP 111812612.1 EQLPLVNLQPDLVEVLRSTSLQDGETFNFESQFSTYRLHVRIQRLRVPQQSLILLILQDAQRMNQRVQQLKLAALGQLSA 320
NTDB id 1044 H0N27 RS16325 WP 206677389.1 EKYPLVKWHADLFEILKFGDLKEGDRFIFESRLSAYSINIKVQHLLVPQQTLTLLILQDAQQINQQAQQLKLAALGQLSA 319
consensus ! !!! **!! !*!* ! *!* ! !!! ! ! *****!*! !!!!*! !!!!!!!! *!! !!!!!!!!!!!!!

logo S IAHE IRNPLAAIAVQANELLKSDSDELPEHEQQNQQTLQRHNMIGRKQTKRIDNGS I IVEQDTLGLMARNSEQRTTHTP IQTIDQLVKNHPF ILDQSTLLEHEDLFNDV
NTDB id 975596 AAC899 RS14965 WP 111812612.1 SIAHEIRNPLAAIAQANELLSDSELHEQQQLQNMIRKQTKRINGIIEDTLGMARNQTTTPITIQLNPFLQSLLHEDLNDV 400
NTDB id 1044 H0N27 RS16325 WP 206677389.1 SIAHEIRNPLAAIVQANELLKDSDPEQQNTLRHMIGKQTKRIDSIVQDTLGLARSERTHPIQIDVKHFIDTLLEEDLFDV 399
consensus !!!!!!!!!!!!! !!!!!! !!*** !* ! *!! !!!!!! !* !!!!*!! !*!! ! * !* *!!*!!! !!
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NTDB id 975596 AAC899 RS14965 WP 111812612.1 QQKLELQLPAHDVSIVFDPSQLRQVLVNLIRNALRHNAPDAPAVQIVVQLASTSIWIDIVDFGEGVTKRNLSQLFKPFFS 480
NTDB id 1044 H0N27 RS16325 WP 206677389.1 KHSIQLKISDSSLKFLFDEKQLRQVMINLVRNALRHNAPDSPYITINIHSQTNKIYIDVIDYGEGVSKRDISQLFKPFFS 479
consensus * * ! ** * * *!!* !!!!!**!!*!!!!!!!!!! ! * ! ** * !*!!**!*!!!!*!! *!!!!!!!!!

logo TE INQGTGLGLYLSHQSFLCEANHAKLTYVEQDKKQGACFR I EHCP I INY
NTDB id 975596 AAC899 RS14965 WP 111812612.1 TEIQGTGLGLYLSQSLCEANHAKLTYVEQDKGACFRIHCPIN. 522
NTDB id 1044 H0N27 RS16325 WP 206677389.1 TEINGTGLGLYLSHSFCEANHAKLTYVEQKQGACFRIECPIIY 522
consensus !!!*!!!!!!!!!*! !!!!!!!!!!!!! !!!!!!*!!! *



X non conserved

X similar

X ≥ 50% conserved


