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NTDB id 975590 AAC899 RS14325 WP 151752748.1 MHTTPPQPPQDIFRVRVAVPVHLYDTFDYSVSAADYEQAAIGARVLVSFGRQTLVGMITEKLAPDLPLDPRFQLKPIQAL 80
NTDB id 1072 ABD1 RS01805 WP 000156662.1 .MTITPKPDSVVYRVRVAVPVHLYDTFDYTLTQAQYERAHVGSRVAISFGRQNLIGIITEKVDPSESFTGTFQLKAISDL 79
consensus **! *! !* **!!!!!!!!!!!!!!!!*** ! !! !**! !! *!!!!! !*!*!!!!* ! * * !!!!*! !

logo LDEQQSP I LDEQKQVLKSLLTWSAQYYQFP I
LGEVI

MQTALPAGLLRQGKDPEMDI
VLFTHI

LWKR IATAPCHDPDNPVDEAKLLKRSGLKQFQDEAYQI LKLHP
NTDB id 975590 AAC899 RS14325 WP 151752748.1 LDQSPILDQKVLKLLTWSAQYYQFPLGEVIQTALPGLLRQGKDEDILTHIWRIAAHPDPDAKLKRSLKQFEAYQILKLHP 160
NTDB id 1072 ABD1 RS01805 WP 000156662.1 LDEQPILDEQVLSLLTWSAQYYQFPIGEVMQTALPALLRQGKPMDVLFHLWKITPCDNVEALLKRSGKQQDAYQILKLHP 159
consensus !! !!!! !! !!!!!!!!!!!!*!!!*!!!!!*!!!!!!* !*! !*!*! * * **! !!!! !! *!!!!!!!!!

logo AGTTENTI LNLSGVDETATLKRALQKKEGLVDTCTLQE I
P
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QDFRSPSTPVQLAQMPLTALNEPDQKQHKAI
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YVMVANAHLQHAQYQRAFLLDGLTGSG

NTDB id 975590 AAC899 RS14325 WP 151752748.1 AGTTETILNLSGVDTATLRALQKKELVTCTQEIQDFRPTPVQLAQMPLTANPDQQHAIERVMAHLHAYRAFLLDGLTGSG 240
NTDB id 1072 ABD1 RS01805 WP 000156662.1 AGTTENILNLSGVETATLKALQKKGLVDCTLEPHDFSPSPVQLAQMPLTLNEDQKKATQYVVNAQHQYQAFLLDGLTGSG 239
consensus !!!!! !!!!!!!*!!!!*!!!!! !! !! !**!! !*!!!!!!!!!! !*!! *! !* * ! ! !!!!!!!!!!!

logo KTEVYLHIMHEVLKQGKQVLVLVPE IGLTPQTI STRFKSRFHNCDI
VALLHSGLNDSKTRLQAWQQAKQMTGKAS I I LGTRSAI FYT

NTDB id 975590 AAC899 RS14325 WP 151752748.1 KTEVYLHIMHEVLKQGKQVLVLVPEIGLTPQTITRFKSRFHCDVALLHSGLNDSTRLQAWQQAKMGKASIILGTRSAIFT 320
NTDB id 1072 ABD1 RS01805 WP 000156662.1 KTEVYLHIMHEVLKQGKQVLVLVPEIGLTPQTISRFKSRFNCDIALLHSGLNDSKRLQAWQQAQTGKASIILGTRSAIYT 319
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!*!!*!!!!!!!!!! !!!!!!!! !!!!!!!!!!!!!*!

logo PLPHRLGL I I LDEEHDLSFYKQQEGFRYHARDVALYRAGHLEQGNCP I
V
I
LLGSATPS IDSYHLVEQTGNKLETALLEQLNQRAGHVALLMPKMV

NTDB id 975590 AAC899 RS14325 WP 151752748.1 PLPHLGLIILDEEHDLSFKQQEGFRYHARDVALYRAHLENCPIILGSATPSIDSYHLVEQNKLELLELNQRAGVALMPKV 400
NTDB id 1072 ABD1 RS01805 WP 000156662.1 PLPRLGLIILDEEHDLSYKQQEGFRYHARDVALYRGHLQGCPVLLGSATPSIDSYHLVETGKLTALQLNQRAGHALLPKM 399
consensus !!!*!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!*!! !!**!!!!!!!!!!!!!!! !! ! !!!!!!*!!*!!*

logo HL IDLKI
V
A
VKKQHGI

LSQKPL I EQIKQHNTLAKRKQEQVL I FLNRRGYAPVLVCESCGWQANCPHCDAHFTLVHTQPYSTYLHCHHCGT
NTDB id 975590 AAC899 RS14325 WP 151752748.1 HLIDLKVAKKQHGLSQKLIEQIQHTLKRQEQVLIFLNRRGYAPVLVCESCGWQANCPHCDAHFTVHTQPYTYLHCHHCGT 480
NTDB id 1072 ABD1 RS01805 WP 000156662.1 HLIDLKIVKKQHGISQPLIEQIKNTLARKEQVLIFLNRRGYAPVLVCESCGWQANCPHCDAHFTLHTQPYSYLHCHHCGT 479
consensus !!!!!!* !!!!!*!!*!!!!! *!! ! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!*!!!!!!!!!
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H
QRLMPDEAHCLPAECNQHQKPSTLKTLGAMGTAKVEAEHLQTELFPDEHDVIRVDRDSTSRVGSWQKIYDR IQQNKPMS I LLGTQMLAKGHHF

NTDB id 975590 AAC899 RS14325 WP 151752748.1 IQRMPEACLACNHPTLKTLGMGTAKVEAHLTELFPEHDVIRVDRDSTSRVGSWQKIYDRIQQNKPMILLGTQMLAKGHHF 560
NTDB id 1072 ABD1 RS01805 WP 000156662.1 VHRLPDHCPECQQKSLKTLGAGTAKVEEHLQELFPDHDVIRVDRDSTSRVGSWQKIYDRIQQNKPSILLGTQMLAKGHHF 559
consensus **!*!**!* !****!!!!! !!!!!! !! !!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!



logo PFHVTLVAI LDIDAGLLSVDI
VRAPERTAQL IVQVASGRAGRGEHKGEHVYLQTLRPDHPLMLTTL I EKDYRAVAAKEQI

TLANERKRVA
NTDB id 975590 AAC899 RS14325 WP 151752748.1 PFVTLVAILDIDAGLLSVDVRAPERTAQLIVQVSGRAGRGEHKGEVYLQTLRPDHPMLTTLIEKDYRAVAAEILNERRVA 640
NTDB id 1072 ABD1 RS01805 WP 000156662.1 PHVTLVAILDIDAGLLSVDIRAPERTAQLIVQVAGRAGRGEHKGHVYLQTLRPDHPLLTTLIEKDYRAVAKQTLAERKVA 639
consensus !*!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!! !!!!!!!!!!*!!!!!!!!!!!*!!!!!!!!!!!!! ! !!*!!

logo LLPPYRYASVL IRACESKDRDEYSTLQAHFLNQEQAAAEQRFLLRQI
QAGDS IVAVDE IWGP IPAPMERKAGRYRAHMVI LASAQDRARLHFFYLRQSWWA

NTDB id 975590 AAC899 RS14325 WP 151752748.1 LLPPYRYSVLIRCESKDREYSQAFLQQAAARFLQQAGSVAEIWGPIPAPMERKAGRYRAHMVILAQDRARLHFFLRSWWA 720
NTDB id 1072 ABD1 RS01805 WP 000156662.1 LLPPYRYAVLIRAESKDRDYTLHFLNEAAEQLRQIAGDIVDIWGPIPAPMERKAGRYRAHMVILSADRARLHFYLRQWWA 719
consensus !!!!!!! !!!!*!!!!!*!* *!!* !! ! !! * *!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!*!! !!!
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L
TVHQAQPRQHQLRLS IDVDPQEFS

NTDB id 975590 AAC899 RS14325 WP 151752748.1 DTVQQPRQHQLRLSIDVDPQEFS 743
NTDB id 1072 ABD1 RS01805 WP 000156662.1 QLVHAPRQHQLRLSIDVDPQEFS 742
consensus !* !!!!!!!!!!!!!!!!!!
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