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NTDB id 1070 ABD1 RS13145 WP 000472713.1 MFKIILLGWIGGIALMGIDFPLIMQYEKVGEAL.LLLAFIFYLYKRPMFVDRPFLKAVFCLLCTTSLFMVGYHYAEKALI 79
NTDB id 1083 H0N27 RS04190 WP 168726476.1 MFKIILLGWIGGIALMGIDFPLIMQYEKVGEAL.LLLAFIFYLYKRPMFVDRPFLKAVFCLLCTTSLFMVGYHYAEKALI 79
NTDB id 975585 AAC899 RS11810 WP 218262405.1 MLKLIFLGWIAGIATMGHIFDPISAVTLGIAIGLYFLFLLIYLRVAQQFNSSKLLGGLLGIFSVCLSFSCGVYYADQALT 80
NTDB id 1015 ACIAD RS12005 WP 004928865.1 MFKIILLGWIAGIAMMGRTLECIEPFTCITGILTFLIWA.IYFYKKRKHQIGSGLRALVILISASFLFGIGAQYADSALE 79
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NTDB id 1070 ABD1 RS13145 WP 000472713.1 ERLEQRETDTRNLDIIVYINRLSEEKDNKVQQTAQVLNLSKEPVNWLLYLKSNNQNLLKNNQNLELGHYYRISGKTRPAH 159
NTDB id 1083 H0N27 RS04190 WP 168726476.1 ERLEQRETDTRNLDIIVYINRLSEEKDNKVQQTAQVLNLSKEPVNWLLYLKSNNQNLLKNNQNLELGHYYRISGKTRPAH 159
NTDB id 975585 AAC899 RS11810 WP 218262405.1 TRLEHRVTTSSVDSYIIYINRMGEQSQNGIRQPAQILNENDAPIHWVLSIDETVIPADTMAHSLAVGQYYRAVIQRQPVH 160
NTDB id 1015 ACIAD RS12005 WP 004928865.1 ERLYYKIMHSDTHEVIIYVHQMGESSDKGIKQVAEVLNIHPDVVNWVFYIDQSLLGAEK.SSSLELGQYYRITAKTKPIH 158
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NTDB id 1070 ABD1 RS13145 WP 000472713.1 SYATPGAFDQEKWFIQRNIMSGFNVRYIEPLSLDEIYRLGYQQHLKEQQSFSNSFRLNIEKLRLTFRQILNSSSLQQKGL 239
NTDB id 1083 H0N27 RS04190 WP 168726476.1 SYATPGSFDQEKWFIQRNIMSGFNVRYIEPLSLDEIYRLGYQQHLKEQQSFSSSFRLNIEKLRLTFRQILNSSSLQQKGL 239
NTDB id 975585 AAC899 RS11810 WP 218262405.1 GYATQGAFDVEKWFVQQNWQGRGKVVQLEMLSSEQALREGYYDHVKQQQSWTRKFLLAAEHLRLKFRGYFLASSLQHQSL 240
NTDB id 1015 ACIAD RS12005 WP 004928865.1 SYALEGAFDVEKWFVQQNWQATAQVYRIQTLSKQEVMSAGFYLHVKQQQTWRAQFLQSVEKLRLKFRNYFIDSSLSHHAL 238
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NTDB id 1070 ABD1 RS13145 WP 000472713.1 ILALLTGDESLLSDETQLQFKQLGISHLLAISGPHVLIFAIMLSWAYHQFISRYYPQIYLWKPKQVLIAVPCCLGVLIYT 319
NTDB id 1083 H0N27 RS04190 WP 168726476.1 ILALLTGDESLLSDETQLQFKQLGISHLLAISGPHVFIFAIMLSWACHQFISRYYPKIYLWKPKQILMAVPCCLGVLIYT 319
NTDB id 975585 AAC899 RS11810 WP 218262405.1 LLALLTGDRSLLDPELEQQFQRFGISHLLAISGPHVLIFAALMTWCIIQLINRYYAAIYLVIPRQRLMLIPFLLCVLLYC 320
NTDB id 1015 ACIAD RS12005 WP 004928865.1 LLALLTGDRSLLNPELEQQFQRFGISHLLAISGPHVLIFAAMVSWIFTRLIHRFKPEIYLSIPRQKLVLLPFLMCVILYC 318
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NTDB id 1070 ABD1 RS13145 WP 000472713.1 AFVGFEIPALRTFLSVLIFIGFLLLKQPIKPFTLLVYSASLLLLMDPFSVLSAGFWLSYGACFILLRIYQTIAQLPEQHF 399
NTDB id 1083 H0N27 RS04190 WP 168726476.1 AFVGFEIPALRTLLSTLIFIGFLLLKQPIKPFTLLVYSASLLLLMDPFSVLSAGFWLSYGACFILIRIYQTIAQLPEQHF 399
NTDB id 975585 AAC899 RS11810 WP 218262405.1 ALVGFEIPALRTLLTVTIVSIFILLKHPVHASFLLLFSASILLLIDPFSILSAAFWLSYGACFILIRIYQEIVQEQKTGQ 400
NTDB id 1015 ACIAD RS12005 WP 004928865.1 AFVGFEIPALRTLFTVMLGSILLLIRHHLSAFSLLVLSASLLLWMDPFSILSAAFWLSYGACFILIRIYQDMTQAQQFHQ 398
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NTDB id 1070 ABD1 RS13145 WP 000472713.1 LSLSSKMIFMSKVLIESQGKIFIALSPLTLLFFQQISWVAPLTNIIAVPIVGSVIVPLNIMAACAWFVIKPFGNMLFHFN 479
NTDB id 1083 H0N27 RS04190 WP 168726476.1 LSLSSKMIFMSKVLIESQGKIFIALSPLTLLFFQRISWVAPLTNIIAVPIVGSVIVPLNIIAACAWFVVKPFGNMLFHFN 479
NTDB id 975585 AAC899 RS11810 WP 218262405.1 .SWRIRIGYAAQLLIRTQWKIFLALLPLTLLLFKQFSWMTPFANIIAIPVLGAIVVPLDVIAACFWLILPALGHLIFQLN 479
NTDB id 1015 ACIAD RS12005 WP 004928865.1 .TRFTRGMQILKALVRSQWKIFVALMPLTLIIFKQISWIAPLSNLIAIPILGGIIVPLDIMAGCLWLFIPSLGNLLFYLN 477
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NTDB id 1070 ABD1 RS13145 WP 000472713.1 DMLLSILLSCLGLLEK.LSLTLQGISLTPLSLLAISCAIIILFLPKGILPKTWGILCCLPLVIMNKTSQQIQLNILDVGQ 558
NTDB id 1083 H0N27 RS04190 WP 168726476.1 DMLLSILLSCLGLLEK.LSLPLQGISLTPLSLLAISCAIIILFLPKGILPKTWGILCCLPLVMMNKTSQQIQLNILDVGQ 558
NTDB id 975585 AAC899 RS11810 WP 218262405.1 DGVLQAVLGLFNMMDHIFAPELQYFALRPWMIISISFGILILFLPKGTVPKCWSIICCVPVFLLAQLKSPTQLVVLDVGQ 559
NTDB id 1015 ACIAD RS12005 WP 004928865.1 NSLLELFIGILKGLDHLFNPQLQYYAFTPLLLICLTLAIVILFLPKGVVPKFWSVLCFVPLLIPSKMIRPTQISILDVGQ 557
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NTDB id 1070 ABD1 RS13145 WP 000472713.1 GQAIFLQHPEQNWLIDTGGSYDEKIFSIGQNVVVPFLRQQGVRQLDHVVLSHLDQDHSGAFPLIQQEIPVKQLISNEQLP 638
NTDB id 1083 H0N27 RS04190 WP 168726476.1 GQAIFLQHPQQNWLIDTGGSYDEKIFSIGQNVVVPFLRQQGVRQLDHVVLSHLDQDHSGAFPIIQQEIPVKQLISNEQLP 638
NTDB id 975585 AAC899 RS11810 WP 218262405.1 GQSVLIQDQTQRILLDTGGNHDEQKFSVGRQVVVPFLKAQGVKQLDRIILSHLDQDHSGALPAILDAISVTQIQANEPMP 639
NTDB id 1015 ACIAD RS12005 WP 004928865.1 GQSIFIQDQTQRILLDTGGYYDESKFSIGKQVVVPFLKSQGVHQLDRVILTHLDQDHSGGLPAVLQLIPTRMIQANEEIK 637
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NTDB id 1070 ABD1 RS13145 WP 000472713.1 NDLKQPFQYCHQGQQWHYPELDIQILWPKEKDLAFVTSNQNQYSCVVYLQFKKVGGYQNFLIMGDAGWEAEYELLKDYPN 718
NTDB id 1083 H0N27 RS04190 WP 168726476.1 NDLKQPFQYCHQGQQWHYSELDIQILWPKEKDLAFVASNQNQYSCVVYLQFKKVGGYQNFLIMGDAGWEAEYELLKDYPN 718
NTDB id 975585 AAC899 RS11810 WP 218262405.1 .KLQSTFELCYAGQRFETPETIIQVLSPALQEIGRADTNRNESSCVMHIEFKNNQPIRHFLIMGDAGWETEFKLLQHYPD 718
NTDB id 1015 ACIAD RS12005 WP 004928865.1 .DLSIPFSLCHSGQTWETSELKIQILSPKLENLQSTVFNRNEASCVMYLQLKQASDLKYFLMMGDAGWETEYQLLQQYPD 716
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NTDB id 1070 ABD1 RS13145 WP 000472713.1 LKIDVLVLGHHGSKHSSAYDFLATLKPKLAIASAGFDNRYGHPSQQVIARLKALHIPLKSTVEQGTLSFVLENHKIVLHD 798
NTDB id 1083 H0N27 RS04190 WP 168726476.1 LKIDVLVLGHHGSKHSSAYDFLATLKPKLAIASAGFDNRYGHPSQQVIARLKALHIPLKSTLEQGTLSFVLENHKLVLHD 798
NTDB id 975585 AAC899 RS11810 WP 218262405.1 LRVDVLVLGHHGSRHSSAYDFLQHYRPQYAIASAGATNRYGHPSIEVQVRLAALQIPLLSTAKAGSISFSFDQANEQPRF 798
NTDB id 1015 ACIAD RS12005 WP 004928865.1 LKVDVLILGHHGSQHSSSYDFLKRYHPKIAIASAGFENGYGHPSAEVSNRLQDLNIPLLSTTDKGAIHFKFDSGNEQTEF 796
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NTDB id 1070 ABD1 RS13145 WP 000472713.1 RRLDRLWLSRGF 810
NTDB id 1083 H0N27 RS04190 WP 168726476.1 RRLDRLWLSRGF 810
NTDB id 975585 AAC899 RS11810 WP 218262405.1 YRHQYRWLTQ.. 808
NTDB id 1015 ACIAD RS12005 WP 004928865.1 YRQSYKWLQR.. 806
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