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NTDB id 975574 AAC899 RS02990 WP 151795104.1 MNNNFLGFSLIEFIVTLTVLSILIGVGVPTYQHVMATQEANHIPRTLTIHIQKAKSDAVLYRHNVVLCPSIDKQTCSDDW 80
NTDB id 1005 ACIAD RS03200 WP 004922618.1 MYNNCFGFTLIEFITVSAIIAILVSLGLPAYHRHMAAQEARTIPHILTIHIQKAKSEAVMYRHNVIICPSHDTQTCSDDW 80
consensus ! !!* !!*!!!!! ** !!* *!*! !***!! !!! *!!* !!!!!!!!!!*!!*!!!!!**!!!*! !!!!!!!
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L
D
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LLSASTDQWNTRYGMSLHSWKRGTLHQASNHNLMFKRAAGSTGLP IAGSNGSFYYCSEQKTVASHNKKRLVI
LSRMG

NTDB id 975574 AAC899 RS02990 WP 151795104.1 SKGFIVFLDQNRNRQRDINEDLLSSTDWNTRYGMLSWKGTLQSNHLMFRAASGLPIGSNGSFYYCSQKVSHKRLVISRMG 160
NTDB id 1005 ACIAD RS03200 WP 004922618.1 SNGLIMFLDRNRNRERDLDEKILSATQWNTRYGSLHWRGTLHANNLMFKAGTGLPIASNGSFYYCSEKTANKKLVLSRMG 160
consensus ! ! !*!!! !!!! !!* ! *!! ! !!!!!! !*!*!!!* !*!!!*!**!!!!*!!!!!!!!! ! *!*!!*!!!!

logo HFIRHVEQTLVANDCPTLT
NTDB id 975574 AAC899 RS02990 WP 151795104.1 HFRVETLADCPT 172
NTDB id 1005 ACIAD RS03200 WP 004922618.1 HIRHEQVNDCTL 172
consensus ! !*! * !!*
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