
logo MKQRMVAQRKHKNQGFTL I E I
LMIVVAVI IAG I LAAIA I

T
YPQSYLQQNYLVKARIKRGSVEHNGRAGSTADESAVLQASSEMVLMNINPR I

L
V
K
S
A
T
Q
Q
T
V
LEQESAQYLSRGWSVKSGTGTEDATKKEVMVPNHLNRRSG

NTDB id 1192 PAKAF RS23870 WP 024947914.1 MKAQKGFTLIELMIVVAIIGILAAIAIPQYQNYVARSEGASALASVNPLKTTVEEALSRGWSVKSGTGTEDATKKEVPLG 80
NTDB id 1062 ABD1 RS15720 WP 000788345.1 ..MKNGFTLIEIMIVVAIIAILAAIATPSYLQYLRKGHRTAVQSEMMNIAQTLESQ..................KMVNNR 60
NTDB id 975570 AAC899 RS01460 WP 055414914.1 MQAKQGFTLIELMIVVAVIGILAAIAYPSYQNYKIRVNRGEVQAELIRVAQQLQSY..................KVVNRS 62
NTDB id 1007 ACIAD RS15000 WP 004923844.1 MRVRHGFTLIELMIVVAIIGILAAIAYPSYQNYKIRVNRSDVQSELIRVSQQLQSY..................KMVNHG 62
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NTDB id 1192 PAKAF RS23870 WP 024947914.1 VAADANKLGTIALKPDPADGTADITLTFTMGGAGPKNKGKIITL.....TRTAADGLWKCTSDQDEQFIPKGCSK..... 150
NTDB id 1062 ABD1 RS15720 WP 000788345.1 YPSNATIQSIYGSNVSPLQGKALYTLAFTTL.N...DSTWVLTATPIANTSQAGDG.IICLNDQGQKFWAKGATDCALSA 135
NTDB id 975570 AAC899 RS01460 WP 055414914.1 YANA.SLSGLGITSNFPATGTAFYTLGLTLDTD...NQGYVLTATPNASTMQAGNG.IVCLNQDGQKYWAKGSSSCSLSS 137
NTDB id 1007 ACIAD RS15000 WP 004923844.1 YANA.SLAGLGNAASYPVTGTAFYTLNLAVDSD...NQGYVLTATPISSTMQAGNG.IICLNQDGQKFWSKAATACSLSS 137
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NTDB id 1192 PAKAF RS23870 WP 024947914.1 ....... 150
NTDB id 1062 ABD1 RS15720 WP 000788345.1 SSSWTE. 141
NTDB id 975570 AAC899 RS01460 WP 055414914.1 ASDWDGK 144
NTDB id 1007 ACIAD RS15000 WP 004923844.1 NSTWDGR 144
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