
logo MKKNKS IKSYKTQRFYLNNPLSLGYLTAVLTPQHQHKFHRS IMF
L
C
S
I
T
A
S
M
V
F
MSCVMSL I IMATCSNVAVQASDVEVYHQQGAQFDKRLMLMVDQSRSTMGGAGALDLLKEYP

NTDB id 975568 AAC899 RS01450 WP 343316464.1 MKNKKSKRFNPLLGTATPQHHRMLCTAMMSVSLIIACNAQASDVEVYHQGAQFDKRLMLMVDQSRTMGGAGALDLLKEYP 80
NTDB id 1008 ACIAD RS15010 WP 004923840.1 MKKSIYTQYLNSLYLVLQHKFSIFSISVFSCMLIMTSVVQASDVEVYQQGAQFDKRLMLMVDQSRSMGGAGALDLLKEYP 80
consensus !! * * ! **** * * * !* !!* * !!!!!!!!*!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!

logo I CVGKGVSNI
VLGSGGGLGI

LLGDKDALELVTDNTVGAVDQVAVLQGLLGGSLDPLLKITTESPSSKYNYARNYCTVVTTDLVV
NTDB id 975568 AAC899 RS01450 WP 343316464.1 ICVGKGVSNILGSGGGLGLLGDKDALELVTNTVGAVDQVALQGLLGGSLDPLLKITTESPSSKYNYARNYCTVVTTDLVV 160
NTDB id 1008 ACIAD RS15010 WP 004923840.1 ICVGKGVSNVLGSGGGLGILGDKDALELVTDTVGAVDQVVLQGLLGGSLDPLLKITTESPSSKYNYARNYCTVVTTDLVV 160
consensus !!!!!!!!!*!!!!!!!!*!!!!!!!!!!! !!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo KTLDGLLKPLLGATGLDAKSYI ENTCDFQANI
V
K
QLLNSVSAVVGVYRCYDKLSRVKNALTDVLLGNDSKSTGLKPLPDNVSVGI

L

NTDB id 975568 AAC899 RS01450 WP 343316464.1 KTLDGLLKPLLGATGLDAKSYIENTCDFQANVKLLNSVSAVGVYRCYDKLSRVKNALTDVLLGNSSTGLKPLPDNVSVGI 240
NTDB id 1008 ACIAD RS15010 WP 004923840.1 KTLDGLLKPLLGATGLDAKSYIENTCDFQANIQLLNSVSVVGVYRCYDKLSRVKNALTDVLLGNDKTGLKPLPDNVSVGL 240
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!* !!!!!! !!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!*

logo SAVMPVDI
VMTKNDRAGR I LAPACKLSTTKRASDTNSFNQRCFEKGTYASGSATTYRGNYLVEKI

VAGNGNIQSKGDEFNLQNI
VLLVIVPKL IVAA

NTDB id 975568 AAC899 RS01450 WP 343316464.1 SVMPVDVMTNDRAGRILAPACKLSTTRASDTNFRCFEKTYSGSATTYRNYLVEKIAGNIQSKGDFNLQNVLVIVPKLIAA 320
NTDB id 1008 ACIAD RS15010 WP 004923840.1 SAMPVDIMTKDRAGRILAPACKLSTTKASDTSNQCFEKGYAGSATTYRGYLVEKVANGIQSKGEFNLQNILLIVPKLVAA 320
consensus ! !!!!*!! !!!!!!!!!!!!!!!!*!!!! !!!! ! !!!!!!! !!!!!*! !!!!!*!!!!!*!*!!!!!*!!

logo LVGDI
VFNSKL IWGS I LSTNP I

V
K
RGLSTDELLEFEKGNTANSTVI

VNDLLKTLGLASGNI
VPTASTYAETGAYLLMGTSTTKGTGARQIAMRI IPVK

NTDB id 975568 AAC899 RS01450 WP 343316464.1 LVGDIFSKLWSILSNPVKGLSELLEFKGTASTVNDLLKTLGLAGNVPTASTYAETGAYLMGTTTKGTGARQIAMRIIPVK 400
NTDB id 1008 ACIAD RS15010 WP 004923840.1 LVGDVFNKLIGILTNPIRGLTDLLEFENTANVINDLLKTLGLSGNIPTASTYAETGAYLLGTSTKGTGARQIAMRIIPVK 400
consensus !!!!*! !! !!*!!**!!**!!!! !! *!!!!!!!!! !!*!!!!!!!!!!!!!*!!*!!!!!!!!!!!!!!!!!

logo I LF ILPLLGWYDYKCDKYGKTDSWQASDGVTCKDDAWQYKLSGGI STTNL IQVNDDLVSSL I SDGVVGGLLNGVVGNI LG IKVS
NTDB id 975568 AAC899 RS01450 WP 343316464.1 ILFLPLLGWYDYKCDKYGTDSWQSDGVTCKDDAWQYKSGGISTTNLIQVNDDLVSSLISDGVVGGLLNGVVGNILGIKVS 480
NTDB id 1008 ACIAD RS15010 WP 004923840.1 ILFIPLLGWYDYKCDKYGKDSWQADGVTCKDDAWQYKLGGISTTNLIQVNDDLVSSLISDGVVGGLLNGVVGNILGIKVS 480
consensus !!!*!!!!!!!!!!!!!! !!!! !!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo EKHLYYGYDSQADI EYSGFNSNYRSDVDNSVPSTKRNRNSNTQTFYQRAPATDNQTPQCNANSGIMVITGGVPNITPTTVTDAVLLKQPQSGAKEGLGTKQN
NTDB id 975568 AAC899 RS01450 WP 343316464.1 EKHLYYGYDSQADIEYSGFSNSVDS..SKRSTTFYRAPTDTPQCNANGIMVITGGVPNITPTVTDALLK.QGAEGLGTQN 557
NTDB id 1008 ACIAD RS15010 WP 004923840.1 EKHLYYGYDSQADIEYSGFNYRDNSVPTRNNNQFYQAPANQPQCNASGIMVITGGVPNITPTTTDVLLQPSGKEGLGTKN 560
consensus !!!!!!!!!!!!!!!!!!! !**** !! !! !!!!! !!!!!!!!!!!!!!! !! !! * ! !!!!! !



logo AI ERLMGRSLDNTQSATDLSKRLDLQSNSVFQCDAESAGLKSTTLSSRDYATWSC IGNYSTKKLLDKNI
V
S
TTGVIGVGREF ITTIPSTKT

NTDB id 975568 AAC899 RS01450 WP 343316464.1 AIERLMGRSLNTSATDLSKLDLSNVFQCDASAGLKSTTLSSRDYATWSCIGNYTKKLLDKNITTGVIGVGREFTTIPSTT 637
NTDB id 1008 ACIAD RS15010 WP 004923840.1 AIERLMGRSLDTQATDLSRLDLQSVFQCDESAGLKSTTLSSRDYATWSCIGNYSKKLLDKNVSTGVIGVGREFITIPSTK 640
consensus !!!!!!!!!! ! !!!!!*!!! !!!!! !!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!**!!!!!!!!!! !!!!!

logo DSAQLEASMS
T
G
N
L
VNNSLLGQI

TVPNLLVKDTLNVLLGGPTLVNGLTNSLLGNLVFPTDAEDVKNLARWGVLGKGGWYNSASSENIA
NTDB id 975568 AAC899 RS01450 WP 343316464.1 DSAQLEASMTGVNNSLLGQIVPNLLKDTLNVLLGGTLVNGLTSLLGNVFPTDAEDVKNLARWGVLGKGGWYNSASSENIA 717
NTDB id 1008 ACIAD RS15010 WP 004923840.1 DSAQLEASMSNLNNSLLGQTVPNLVKDTLNVLLGGPLVNGLTNLLGNLFPTDAEDVKNLARWGVLGKGGWYNSASSENIA 720
consensus !!!!!!!!!* *!!!!!!! !!!!*!!!!!!!!!!*!!!!!! !!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo NS IVYNSFYASDNLGI
V
S
T
K
NRETFLGAVPVI

VPTDPLTPYNLDNNYVFQNMFVPDDKQTWFGNVKKYLMATDTGETIQTKTFIQTDVWSNQSNI
NTDB id 975568 AAC899 RS01450 WP 343316464.1 NSIYNFYANLGISNRETFLGVPVVPTDPLTPYNLDNYVFQNMFVPDDKQTWFGNVKKYLADTGETIQTKTITDVWSNSNI 797
NTDB id 1008 ACIAD RS15010 WP 004923840.1 NSVYSFYSDLGVTKRETFLGAPVIPTDPLTPYNLNNYVFQNMFVPDDKQTWFGNVKKYMTDTGETIQTKTFQDVWSNQNI 800
consensus !!*! !! !!** !!!!!! !!*!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!* !!!!!!!!!! !!!!! !!

logo

D
Q
Q
S
TKTNS I LSTGGFVAIDKLP I

TASTGSNSNSASSTRQLYI
VNRATCDITKADKKYDVSANAS IGSAL IVGNDNYYTKQLCAEGSQSTKTDPRRNSDLMNLLGYQI

NTDB id 975568 AAC899 RS01450 WP 343316464.1 QSTKTSILTGGFADKLPTATSSSASSRQLYVNRACITKDKKYDVSASIGLIGNDYYTKLCESQSKDPRRSDLMNLLGYQI 877
NTDB id 1008 ACIAD RS15010 WP 004923840.1 DQ..TNILSGGVIDKLPIASGNNASTRQLYINRTCDTKAKKYDVSNAISAVGNNYYTQLCAGQTTDPRRNDLMNLLGYQI 878
consensus **! !!*!! !!!! !* !!*!!!!*!! ! !! !!!!!! ! *!! !!! !! !* !!!! !!!!!!!!!!

logo QSTTVNNQESTL IVAKPEYKRKI
VGMVLHSSTP IKITQSATI

VKDNDGSLTRDDYLVFGSTAVEQGLLHVVNADSTGVEKFLAFLPNELMLENASK
NTDB id 975568 AAC899 RS01450 WP 343316464.1 QTTNNQESLIAKPEYKKVGMVLHSSPIKITQSATIKNDGSLTRDDYLVFGTVQGLLHVVNASTGVEKFAFLPNELLENAK 957
NTDB id 1008 ACIAD RS15010 WP 004923840.1 QSVNNQETLVAKPEYRKIGMVLHSTPIKITQSATVKDDGSLTRDDYLVFGSAEGLLHVVNADTGVEKLAFLPNEMLENSK 958
consensus !* !!!!*!*!!!!!*!*!!!!!!*!!!!!!!!!*! !!!!!!!!!!!!!* !!!!!!!! !!!!! !!!!!!*!!! !

logo QRKAFTGNTGNLEGHDNSFNSNMQYGI
VDAGPWTAYSTEYVWNSTKDGNKLTVGKSATTDATVC IKDGVFSTGACGKQYLYGGLRMGGRSYY

NTDB id 975568 AAC899 RS01450 WP 343316464.1 QRKAFTGTNLEGHDNFNNMQYGIDAPWTAYSEYVWNTKDGKLTVGKSATDATCIKDGVSTGACGKQYLYGGLRMGGRSYY 1037
NTDB id 1008 ACIAD RS15010 WP 004923840.1 QRKAFTGNGLEGHDSFSNMQYGVDGPWTAYTEYVWNSKDNKLTVGKSTTDAVCIKDGVFTGACGKQYLYGGLRMGGRSYY 1038
consensus !!!!!!! !!!!! ! !!!!!*!*!!!!!*!!!!!*!! !!!!!!! !!! !!!!!! !!!!!!!!!!!!!!!!!!!!!

logo ALDLNSLWDDLQATAKPKSLKFYIDPASGKRVYSDSATTYPEGGKSFDAIKNYMGQSWSKPTI
VAWI

VNWQGKRKLVMFVGGGYDAGGNTDGNAS
NTDB id 975568 AAC899 RS01450 WP 343316464.1 ALDLSLWDDQTKPSLKFYIDPASGKVYSSTTPEGKSFDAIKYMGQSWSKPTVAWVNWQGKRKLVMFVGGGYDAGGNDGNA 1117
NTDB id 1008 ACIAD RS15010 WP 004923840.1 ALDLN...DLAAPKLKFYIDPASGRVYSDAYPGGKSFDAIKNMGQSWSKPTIAWINWQGKRKLVMFVGGGYDAGGTDGNS 1115
consensus !!!! ***! ! !!!!!!!!!!*!!! ! !!!!!!!! !!!!!!!!!*!!*!!!!!!!!!!!!!!!!!!!! !!!



logo NNGGYELQAVNSYANQSTNKI
RGASGVYMFDAENGDLLWWANSNLATTASNDTGVASNTMSALKNTNMQFYSVVGSR INATVDRDNGDGL IVDHLYFGDL

NTDB id 975568 AAC899 RS01450 WP 343316464.1 NNGGYEQVSYAQSNKIGSGVYMFDAENGDLLWWASNLATTANTGATMALKTNMQYSVVSRINAVDRNGDGLVDHLYFGDL 1197
NTDB id 1008 ACIAD RS15010 WP 004923840.1 NNGGYELANYNQTNKRGAGVYMFDAENGDLLWWANNLATTSNDVSNSALNTNMQFSVVGRINTVDRDGDGLIDHLYFGDL 1195
consensus !!!!!! ! !*!! ! !!!!!!!!!!!!!!!! !!!!! ! !! !!!!*!!! !!! !!! !!!!*!!!!!!!!

logo GGQLWRVDINNGRSVDNAPKQQFAQSAALQLLDLQNSNKRPSTDLKTDATNLVRFYEAP I
VFS IVYGYGASENSLAVLS IASTSTNRSLP I SDKQSAGAVI

V

NTDB id 975568 AAC899 RS01450 WP 343316464.1 GGQLWRVDINNGSNPQQFAQAAQLLDLQNNKPSDLTDANLRFYEAPIFSVYGYGANSLAVLSIATTNRSLPISDQSAGVV 1277
NTDB id 1008 ACIAD RS15010 WP 004923840.1 GGQLWRVDINNRVDAKQFASAALLLDLQSNRPTDLKDTNVRFYEAPVFSIYGYGSESLAVLSIASSNRSLPISDKSAGAI 1275
consensus !!!!!!!!!!! * !!! !! !!!!! !*!*!! ! !*!!!!!!*!!*!!!! !!!!!!!!**!!!!!!!! !!! *

logo FNI
LFDKNDVTQVSFSTTRDMTAYATDNNKNLVAYASQLPKW

YGAELTMNEVNKRPQYGWYAVKL ISDNQQKVMDEPTAVVINKNSLYVS I FYDP IAQDEG
NTDB id 975568 AAC899 RS01450 WP 343316464.1 FNLFDNDVTQVSFSTRDMAANNKNLVAYAQLPKYGELTMVNRPQYGWYAKLSNQQKVMDEPVVINKNLYVSIFDPIAQEG 1357
NTDB id 1008 ACIAD RS15010 WP 004923840.1 FNIFDKDVTQVSFTTRDTYTDNKNLVAYSQLPKWGALTNENKPQYGWYVKLIDQQKVMDETAVINKSLYVSIYDPIAQDG 1355
consensus !!*!! !!!!!!!*!!! !!!!!!! !!!!*! !! !*!!!!!! !! !!!!!!!* !!!! !!!!!*!!!!!*!

logo RVADCS IG I
VQGLSS IVRRFYCLPYGVCEKQSATDLSTGTMTLKLGKGI LPVTIGASGSTTDSNGKVSTTRQI

L
I
LGGFSSKTDERDRSTNTAKADNVLVLSGSQTNQT

NTDB id 975568 AAC899 RS01450 WP 343316464.1 RVADCSIGVQGLSSVRRFCLPYGVCEKSADLTTTLKLGKGILPVTIGAGTTSNGVTTRQILGGSSTDRDSTKDVLSSTQT 1437
NTDB id 1008 ACIAD RS15010 WP 004923840.1 RVADCSIGIQGLSSIRRYCLPYGVCEKQTDLSGMLKLGKGILPVTIGSGSTDNK.STRQLIGGFSKDERTNAANVLGQNT 1434
consensus !!!!!!!!*!!!!!*!!*!!!!!!!!! !!* !!!!!!!!!!!!! !*! ! **!!!**!! ! ! * * *!

logo

L
TRRQIVPLKWYEQSYTP

NTDB id 975568 AAC899 RS01450 WP 343316464.1 TRRQIVPLKWYEQYTP 1453
NTDB id 1008 ACIAD RS15010 WP 004923840.1 LRRQIVPLKWYEQSTP 1450
consensus !!!!!!!!!!!! !!

X non conserved

X similar

X ≥ 50% conserved


