
logo MKKTNQQQGATL I IVVLMI LLL IMVVGTLAIRQS IVSSLKMVASNNQIQALLLQNSDAALMYFQNPVNTSTTLAASAPDNGVVNYFRNNV
NTDB id 975567 AAC899 RS01445 WP 025095721.1 MKTNQQGATLIVVLMILLLIMVVGTLAIRQSVSSLKMVANNQIQALLLQNSDAALMYFQNPVNTSTLASANGVVNYFRNV 80
NTDB id 1004 ACIAD RS15015 WP 004923837.1 MKKQQQGATLIIVLMILLLIMVVGTLAIRQSISSLKMVSNNQIQALLLQNSDAALMYFQNPVNTTTLAAPDGVVNYFRNN 80
consensus !! *!!!!!!!*!!!!!!!!!!!!!!!!!!!*!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!*!!! * !!!!!!!!

logo

G
SNLNNTQELMVSTCFNKTADPFRVLMS

V
N
RMGTVVNSSGKTVDNQASCKSTDAASGGRNTQVVTQVYIKTKAVASSSTDNNQPFADLYARGTDITTAKT

NTDB id 975567 AAC899 RS01445 WP 025095721.1 GNLNQEMVSCFNKTAPFVMSNMGVVNSSGTVDNQASCKSTDAAGGRTQVVTQVYIKKAASSDNQPFADYARGTDITTAKT 160
NTDB id 1004 ACIAD RS15015 WP 004923837.1 SNNTQELVTCFNKTDPFRLVRMGTVNSSGKVDNQASCKSTDASGGRNQVVTQVYITKVSSTNNQPFADLARGTDITTAKT 160
consensus ! !!*!*!!!!! !! * !! !!!!! !!!!!!!!!!!! !!! !!!!!!!! ! !* !!!!!! !!!!!!!!!!!

logo ESSLVRLQRLTSVSVLMTGF ISSASDEDI
L
A
N
N
TCLNKSASASNSAI

VSCLSEQKQQALFYNSQVAEYRFLSDFEPPKQ
NTDB id 975567 AAC899 RS01445 WP 025095721.1 ESSLRLQLTSVSVMTGFSSAEDINTCLNKSASSAISCLSQKQALFNSQVAEYRFLSDFEPPK 222
NTDB id 1004 ACIAD RS15015 WP 004923837.1 ESSVRLRLTSVSVLTGFISSDDLANCLNKSSANAVSCLSEQQALYNSQVAEYRFLSDFEPPQ 222
consensus !!!*!! !!!!!!*!!! ! *!* !!!!! !*!!!! !!!*!!!!!!!!!!!!!!!!
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X ≥ 50% conserved


