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NTDB id 974850 WKK05 RS29170 WP 341526504.1 MPKSKTFYVCNDCGAESPQWFGKCPACGTYNSLEEQIAVQSSGDMPSRGVSSWHTAQNNGKSATKTPKQRASLTFEQISD 80
NTDB id 125 BSU 00870 NP 387968.1 MAKTKSKFICQSCGYESPKWMGKCPGCGAWNTMVEEMIKKAPANRRA...AFSHSVQT..........VQKPSPITSIET 67
NTDB id 537 SMSK321 RS07120 WP 080550752.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARV...SLTGE.............KTKPMKLAEVTS 64
NTDB id 509 SM12261 RS00130 WP 078228442.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARV...SLTGE.............KTKPMKLAEVTS 64
NTDB id 279 KZH43 RS00140 WP 074017595.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARV...SLTGE.............KTKPMKLAEVTS 64
NTDB id 238 SPD RS00140 WP 074017595.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARV...SLTGE.............KTKPMKLAEVTS 64
NTDB id 204 SPR RS00140 WP 074017595.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARV...SLTGE.............KTKPMKLAEVTS 64
NTDB id 169 SP RS00155 WP 074017595.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARV...SLTGE.............KTKPMKLAEVTS 64
consensus !*!*!****!**!!**!!***!*!!*!!******!************ ***** ************

logo

R
S
I
E
Q
N
E
L
V
P
T
NRVWTQKSTGQELYMGEELFDNRVLGGGI

VVKPGSMLVL IGGDPGIGKSTLLLQVSANTEQLASGQRSVSNYGRSTI
VLYI

VSGEESGVAKQQTIKLRADSERLGI
V
D
N
S
I
K
N
D
SL

NTDB id 974850 WKK05 RS29170 WP 341526504.1 RQLTRWQSGYEELDRVLGGGIVPGSMVLIGGDPGIGKSTLLLQVSNELAQR.YRILYISGEESGQQIKLRASRLGVSKSL 159
NTDB id 125 BSU 00870 NP 387968.1 SEEPRVKTQLGEFNRVLGGGVVKGSLVLIGGDPGIGKSTLLLQVSAQLSGSSNSVLYISGEESVKQTKLRADRLGINN.. 145
NTDB id 537 SMSK321 RS07120 WP 080550752.1 INVNRTKTEMEEFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGDID.. 141
NTDB id 509 SM12261 RS00130 WP 078228442.1 INVNRTKTEMEEFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGDID.. 141
NTDB id 279 KZH43 RS00140 WP 074017595.1 INVNRTKTEMEEFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGDID.. 141
NTDB id 238 SPD RS00140 WP 074017595.1 INVNRTKTEMEEFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGDID.. 141
NTDB id 204 SPR RS00140 WP 074017595.1 INVNRTKTEMEEFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGDID.. 141
NTDB id 169 SP RS00155 WP 074017595.1 INVNRTKTEMEEFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGDID.. 141
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NTDB id 974850 WKK05 RS29170 WP 341526504.1 DVDINAIEVVAEDTPKSEDIESVSADLYVLPETDLEEILREIDSLKPNVAVIDSIQTIFLPALTSAPGSVAQVRECTAAL 239
NTDB id 125 BSU 00870 NP 387968.1 ........................PSLHVLSETDMEYISSAIQEMNPSFVVVDSIQTVYQSDITSAPGSVSQVRECTAEL 201
NTDB id 537 SMSK321 RS07120 WP 080550752.1 ........................SEFYLYAETNMQSVRAEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAEL 197
NTDB id 509 SM12261 RS00130 WP 078228442.1 ........................SEFYLYAETNMQSVRTEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAEL 197
NTDB id 279 KZH43 RS00140 WP 074017595.1 ........................SEFYLYAETNMQSVRAEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAEL 197
NTDB id 238 SPD RS00140 WP 074017595.1 ........................SEFYLYAETNMQSVRAEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAEL 197
NTDB id 204 SPR RS00140 WP 074017595.1 ........................SEFYLYAETNMQSVRAEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAEL 197
NTDB id 169 SP RS00155 WP 074017595.1 ........................SEFYLYAETNMQSVRAEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAEL 197
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NTDB id 974850 WKK05 RS29170 WP 341526504.1 MKVAKHEDITMLIVGHVTKEGAIAGPKVLEHLVDTVLYFEGDRFASHRLLRTVKNRFGATHEIGIFEMVAHGLREVPNPS 319
NTDB id 125 BSU 00870 NP 387968.1 MKIAKTKGIPIFIVGHVTKEGSIAGPRLLEHMVDTVLYFEGERHHTFRILRAVKNRFGSTNEMGIFEMREEGLTEVLNPS 281
NTDB id 537 SMSK321 RS07120 WP 080550752.1 MQLAKTNNIAIFIVGHVTKEGTLAGPRMLEHMVDTVLYFEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPS 277
NTDB id 509 SM12261 RS00130 WP 078228442.1 MQLAKTNNIAIFIVGHVTKEGTLAGPRMLEHMVDTVLYFEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPS 277
NTDB id 279 KZH43 RS00140 WP 074017595.1 MQLAKTNNIAIFIVGHVTKEGTLAGPRMLEHMVDTVLYFEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPS 277
NTDB id 238 SPD RS00140 WP 074017595.1 MQLAKTNNIAIFIVGHVTKEGTLAGPRMLEHMVDTVLYFEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPS 277
NTDB id 204 SPR RS00140 WP 074017595.1 MQLAKTNNIAIFIVGHVTKEGTLAGPRMLEHMVDTVLYFEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPS 277
NTDB id 169 SP RS00155 WP 074017595.1 MQLAKTNNIAIFIVGHVTKEGTLAGPRMLEHMVDTVLYFEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPS 277
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NTDB id 974850 WKK05 RS29170 WP 341526504.1 ELFLGNRDDPAPGTAIVVACEGTRPIVVELQALVSPTSYPSPRRAGTGVDYNRLVQILAVLEKRVGIPMSKLDSYVASAG 399
NTDB id 125 BSU 00870 NP 387968.1 EIFLEERSAGSAGSSITASMEGTRPILVEIQALISPTSFGNPRRMATGIDHNRVSLLMAVLEKRVGLLLQNQDAYLKVAG 361
NTDB id 537 SMSK321 RS07120 WP 080550752.1 QVFLEERLDGATGSSIVVTMEGTRPILAEVQALVTPTMFGNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAG 357
NTDB id 509 SM12261 RS00130 WP 078228442.1 QVFLEERLDGATGSSIVVTMEGTRPILAEVQALVTPTMFGNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAG 357
NTDB id 279 KZH43 RS00140 WP 074017595.1 QVFLEERLDGATGSSIVVTMEGTRPILAEVQALVTPTMFGNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAG 357
NTDB id 238 SPD RS00140 WP 074017595.1 QVFLEERLDGATGSSIVVTMEGTRPILAEVQALVTPTMFGNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAG 357
NTDB id 204 SPR RS00140 WP 074017595.1 QVFLEERLDGATGSSIVVTMEGTRPILAEVQALVTPTMFGNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAG 357
NTDB id 169 SP RS00155 WP 074017595.1 QVFLEERLDGATGSSIVVTMEGTRPILAEVQALVTPTMFGNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAG 357
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NTDB id 974850 WKK05 RS29170 WP 341526504.1 GLSVLEPAVDLGVAIAIVASFRDRIVDPGTVLIGEVGLGGQVRSVSQMELRLKEAAKLGFKRAIVPKGTKFPD...LNIE 476
NTDB id 125 BSU 00870 NP 387968.1 GVKLDEPAIDLAIVISIASSFRDTPPNPADCFIGEVGLTGEVRRVSRIEQRVKEAAKLGFKRMIIPAANLDGWTKPKGIE 441
NTDB id 537 SMSK321 RS07120 WP 080550752.1 GVKLDEPAIDLAVAVAIASSYKDKPTNPQECFVGELGLTGEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGITPPMEIQ 437
NTDB id 509 SM12261 RS00130 WP 078228442.1 GVKLDEPAIDLAVAVAIASSYKDKPTNPQECFVGELGLTGEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGITPPKEIQ 437
NTDB id 279 KZH43 RS00140 WP 074017595.1 GVKLDEPAIDLAVAVAIASSYKDKPTNPQECFVGELGLTGEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGITLPKEIQ 437
NTDB id 238 SPD RS00140 WP 074017595.1 GVKLDEPAIDLAVAVAIASSYKDKPTNPQECFVGELGLTGEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGITLPKEIQ 437
NTDB id 204 SPR RS00140 WP 074017595.1 GVKLDEPAIDLAVAVAIASSYKDKPTNPQECFVGELGLTGEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGITLPKEIQ 437
NTDB id 169 SP RS00155 WP 074017595.1 GVKLDEPAIDLAVAVAIASSYKDKPTNPQECFVGELGLTGEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGITLPKEIQ 437
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NTDB id 974850 WKK05 RS29170 WP 341526504.1 ILPVSKVIDAIIAAIPQHSLEDSDLEPDEE 506
NTDB id 125 BSU 00870 NP 387968.1 VIGVANVAEALRTSLGG............. 458
NTDB id 537 SMSK321 RS07120 WP 080550752.1 VIGVTTIQEVLKKVFA.............. 453
NTDB id 509 SM12261 RS00130 WP 078228442.1 VIGVTTIQEVLKKVFA.............. 453
NTDB id 279 KZH43 RS00140 WP 074017595.1 VIGVTTIQEVLKKVFA.............. 453
NTDB id 238 SPD RS00140 WP 074017595.1 VIGVTTIQEVLKKVFA.............. 453
NTDB id 204 SPR RS00140 WP 074017595.1 VIGVTTIQEVLKKVFA.............. 453
NTDB id 169 SP RS00155 WP 074017595.1 VIGVTTIQEVLKKVFA.............. 453
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