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NTDB id 358 SMU RS01425 WP 002263523.1 8 B8 KT IF AHRL I RT |8V V DQGKIVE GyHIY LLAKNGFE YR LN [ 760
NTDB id 421 SGO RS10260 WP 012131060.1 .. Q S[ESEHKEMMERECQNHEIRRN . . . . . .. 717
NTDB id 511 SMSK321 RS10730 WP 000668322.1 NI ADKTLIFTAHRLTIAERTEKVVVL QGKIVEEGKHADLLAQGGFYAHLVN S A 717
NTDB id 483 SM12261 RS00275 WP 000668315.1 NLADKTLIFIAHRLTIAERTEKVVVLDQGKIVEEGJHADLLAQGGFYAHLVN S 717
NTDB id 131 SP RS00255 WP 000668284.1 NI ADKTLIFIAHRLTIAERTEKVVVLDQGKIVEEGKHADLLAQGGFYAHL VN S| 717
NTDB id 247 KZH43 RS00220 WP 000668290.1 ML RDKTLIFIAHRLTIAERTEKVVVLDQGKIVEEGKHADLLAQGGFYAHLVN S 717
NTDB id 206 SPD RS00235 WP 000668290.1 ML RDKTLIFIAHRLTIAERTEKVVVLDQGKIVEEGKHADLLAQGGFYAHL VNS [ 717
NTDB id 171 SPR RS00230 WP 000668290.1 NLRDKTLIFIAHRLTIAERTEKVVVLDQGKIVEEGKHADLLAQGGFYAHL VNS /A 717

NTDB id 974786 AACH28 RS05905 WP 333621557.1 IlElGH LLlQGlYl IBYMGQFD . 246
NTDB id 370 SMU RS04260 WP 002263294.1 NDY-QFTEEVA 584
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