
logo MKTRNQRSHKGVI FLIASRRIQI
F
L
G
I
S
V
I
L
M

A
S
I
G
T
A
L
L
W
V
S
A
Y
A
I
S
A
M
L
I
F
T
S
M
A
L
M
S
Q
V
P
A
I
Y
A
L
V
S
L
Q
K
A
A
D
Q
A
N
V
A
D
N
S
I
M
L
E
K
I
T
K
T
S
N
I
L
V
D
K
V
P
V
A
L
M
N
A
P
Q

I
L
A
P
E
G
D
N
Q
G
R
T
V
R
E
L
I
D
K
R
F
L
V
T
M
QFDSNAEKGLPLVPAKPQALQPARQGSAFYI

T
Q
I
L
T
Q
E
K
N
QPPSAR I

L
A
V
I LDLF IPDGSKTVAGTDQNSMQGKQI

L
G
A
K
P

SDKT
Q

NTDB id 1284 ACE17W RS12370 WP 010946666.1 MRKIIAILILI..SASLSMAYSKDNSLISVKVLPLPENRVRIDFQFSKPLKQLPASFITQKPPRLVLDFISTDMQIPSDQ 78
NTDB id 1257 GCO85 RS04855 WP 163621000.1 MRKIIAILILI..SASLSLAYSKDNSLISVKVLPLPENRVRIDFQFSKPLKQLPASFITQKPPRLVLDFISTDMQIPSDQ 78
NTDB id 1009 ACIAD RS15175 WP 004923730.1 MKQIIRQFSIGTVAYAIMQVASAQVAITNVVPMNIPGQGTEIRVMFNGLPP.QPQAYQLEQPARLILDFDKAGQKLA..K 77
NTDB id 1039 H0N27 RS01460 WP 031993779.1 MNHVFRQFSMGAVAIAIMQAASAQVSMTNIVPMQIAGQGTEIRVMFNGLPP.QPQAYQLENPSRLILDFDKAQQGLK..Q 77
NTDB id 1052 ABD1 RS15850 WP 001017033.1 MNHVFRQFSMGAVAIAIMQAASAQVSMTNIVPMQIAGQGTEIRVMFNGLPP.QPQAYQLENPSRLILDFDKAQQGLK..Q 77
NTDB id 974706 AABC73 RS27155 WP 341521652.1 MTRILSIIGVSLW.IAITSPIVQAANLKTLDVAALPGDRVELKLTFDAPVP.APRGYTTEQPARIALDLPGVTSQLA..T 76
NTDB id 1193 PAKAF RS26665 WP 003161249.1 MNSGLSRLGIALL.AAMFAPALLAADLEKLDVAALPGDRVELKLQFDEPVA.APRGYTIEQPARIALDLPGVQNKLG..T 76
consensus ! ** * ** * ** *** ** * ** ********** ! **** ! ** ***! !**!!* * * *

logo

S
K
L
N
K
T
H
R
K
I
D
E
P
S
T

I
L
V
G
S
T
A
Q

V
L
T
N
G
N
S
E
T
L
A
H
R
SS IYVTVNDI

V
I
S
T
V
A
E
S
A
T
V
D
G
K
D
K
Q
DRASTVRAVLVTI ILVENLDTKATRDTALSASVGPASFYSTSGTSRTVAEGSNI

K
N
T
V

L
Y
F
F
S
I
V
LKVVLIGNQGNSGISAKAPSQSANTAGTDSLNAQSFAVEASNQSPTASPTVAKAQGSAPTAKREPALVSAPTYVAPSVAPQSP I

F
A
K
P
I
A
P
T
K
R
N
P
Q
V
Y

NTDB id 1284 ACE17W RS12370 WP 010946666.1 KTKTIQLGSLHSYNIVAVGDRVRAILELDRSVSYSGSTAGSIYSLVLNGKSNDLFENS........KEV.....FITNQV 145
NTDB id 1257 GCO85 RS04855 WP 163621000.1 KTKTIQLGSLHSYNIVAVGDRVRAILELDRSVSYSGSTAGSVYSLVLNGKSNDLFENS........KEV.....FITNQV 145
NTDB id 1009 ACIAD RS15175 WP 004923730.1 SLIPVTTNEASSIDVSSDDKRARVVVNLKDAGAFTTRVEGNVFILKINNIQSTA............TPVATSAPA..... 140
NTDB id 1039 H0N27 RS01460 WP 031993779.1 SKISVATNEASSVDVTSDDQRSRLTVNLKDTGAFTTRVEGNTFILKINSAQTSN............KPLPVVS.A..... 139
NTDB id 1052 ABD1 RS15850 WP 001017033.1 SKISVATNEASSVDVTSDDQRSRLTVNLKDAGAFTTRVEGNTFILKINSAQTSN............KPLPVVS.A..... 139
NTDB id 974706 AABC73 RS27155 WP 341521652.1 KTHDLGTGNARSVVVIETKDRTRVIINLTALAPYSSRVEGNKLFVVIGQGAAAAQASQPST.AQGAARVAVPPPAPARPY 155
NTDB id 1193 PAKAF RS26665 WP 003161249.1 KNRELSVGNTRSVTVVEAKDRTRLIINLTTLSSYTTRVEGNNLFVVVGNSPAGASVASTAPVKASPAPASYAQPIKPKPY 156
consensus * ** ** * !* ** *!*!****! * ******!* * **** *** *

logo

VNPPVQAQGKPKRHQAEGVIGRSKRNVIGDFRQGR I
G
A
S
E
L
K
Q
Q
G
G
EGNRLVLVVI EDVLQTLSGDAPSTSTGNLITASP I

P
VDI

V
T
Q
E
Q
V
QGGKSEKVIRVLIVDNRTFAILPKNGI

TQKLIPDELTARNHLMRAKVRRYLNDTVTKNSDFHASTPVASQFISVINTDSMAQSYAQNQSEDSKGSDGKNRVKATVG
NTDB id 1284 ACE17W RS12370 WP 010946666.1 VNAKHEIKRIDFRGIEKQGGRVLIDVSDTGIPIDVTQVGKEIVVNFLNTKIPLNLMKRYDVSDFHSPVQIITMQQEGKKV 225
NTDB id 1257 GCO85 RS04855 WP 163621000.1 VNAKHEIKRIDFRGIEKQGGRVLIDVSDTGIPIDVTQVGKEIVVNFLNTKIPLNLMKRYDVSDFHSPVQIITMQQEGKKV 225
NTDB id 1009 ACIAD RS15175 WP 004923730.1 ..PQQGIGNIGFQRGAQGEGLVVIDLQGTNTPVDVQQQGSKVVVRFPGIKIPTHLARRLNTTDFATPVASIDSYNDGSNG 218
NTDB id 1039 H0N27 RS01460 WP 031993779.1 ..QPQGVSNIGFQRGSQGEGLVVVDLLGSNTPVDVQQQGSKVVIRTIGTKIPTHLARRLNVNDFATPVSSIDAYNDKGVG 217
NTDB id 1052 ABD1 RS15850 WP 001017033.1 ..QPQGVSNIGFQRGSQGEGLVVVDLLGSNTPVDVQQQGSKVVIRTIGTKIPTHLARRLNVNDFATPVSSIDAYNDKGVG 217
NTDB id 974706 AABC73 RS27155 WP 341521652.1 VPVGKAVKNVDFQRGELGEGNVVIELTDASIAPDIQEQGGKIRVDFPKTQLPERLRVRLDVKDFATPVQFVNASASGDKA 235
NTDB id 1193 PAKAF RS26665 WP 003161249.1 VPAGRAIRNIDFQRGEKGEGNVVIDLSDPTLSPDIQEQGGKIRLDFAKTQLPDALRVRLDVKDFATPVQFVNASAQSDRT 236
consensus * ******!**** **! !******* ***!****! **** ** ***! ! *!*** !!**!!* * * *** **

logo

R
S
V
M
I
S
TI ELQPSTKSGALDSFYDGEHYLSFMVAYQTVADNEKNRQKFLMTVIDS ILVRFKRPMLPQTHTADNKEDEALVINDEVRLQRTNARSNSLKAKLYDENKNTKFPQANVFYSTGENKRKI

LSLDNFQNDIDSE I
VRASRVLQL ILADFTDNSGLINLMVTVAASDKTSVQG

NTDB id 1284 ACE17W RS12370 WP 010946666.1 RMTILSKGDYGHFVYQVNKQFMVDVFPLTAEEIRQAKLKKQVFTGKRISLNFQNISIRAVLQLLADFTGINMVVSDKVQG 305
NTDB id 1257 GCO85 RS04855 WP 163621000.1 RMTILSKGDYGHFVYQVNKQFMVDVFPLTAEEIRQAKLKKQVFTGKRISLNFQNISIRAVLQLLADFTGINMVVSDKVQG 305
NTDB id 1009 ACIAD RS15175 WP 004923730.1 VISIQSTGSYEYMAYQAENKLTISLKRPQDN.VRLNSKNNQNYTGKKISLDFQDIEVRRVLQLLADFTNINMVTADSVQG 297
NTDB id 1039 H0N27 RS01460 WP 031993779.1 VITIQSSGSYEYMAYQAENKLTISLKRPQDK.NVTSLYKTPNYSGNKLSLDFQDIEVRRVLQLLADFTGINMVAADSVQG 296
NTDB id 1052 ABD1 RS15850 WP 001017033.1 VITIQSSGSYEYMAYQAENKLTISLKRPQDK.NVTSLYKTPNYSGNKLSLDFQDIEVRRVLQLLADFTGINMVAADSVQG 296
NTDB id 974706 AABC73 RS27155 WP 341521652.1 SISIEPSGAFDYSAYQTENKLTISVRPLTHEDLDRRNAEKPVYTGEKLSLNFQDIDVRSVLQLIADFTSLNLVASDTVQG 315
NTDB id 1193 PAKAF RS26665 WP 003161249.1 SITIEPSGLYDYLVYQTDNRLTVSIKPMTTEDAERRKKDNFAYTGEKLSLNFQDIDVRSVLQLIADFTDLNLVASDTVQG 316
consensus **! **! *****!! ************ *** * **! **!!*!!*!**! !!!!*!!!!**!*!**!*!!!



logo

G
D
NITLHRLNQKNDI

VPWDQALDLIVI LTKTQKNGLDKRKR I
L
K
NGNVLMIWLVIDATPAKVSDASE I

M
L
A
D
I
A
K
S
A
M
REREDQEQEMALEKSAI

L
V
Q
K
Q
A
T
Q
S
I
T
A
E
V

E
KLEAP I

LQRRSTDEYLLI LQI
V
L
K
NYAKAGADI EMAGVKLFI

NTDB id 1284 ACE17W RS12370 WP 010946666.1 DITLRLNDIPWDQALDIILTTQGLDKRRKGNVMLIDTKASMDKMEEEQLKSQQTIEKLEPIRSDLIQINYAKAADIAVLI 385
NTDB id 1257 GCO85 RS04855 WP 163621000.1 DITLRLNDIPWDQALDIILTTQGLDKRRKGNVMLIDTKASMDKMEEEQLKSQQTIEKLEPIRSDLIQINYAKAADIAVLI 385
NTDB id 1009 ACIAD RS15175 WP 004923730.1 NITLHLKDVPWDQALDIILKTKNLDKRRNGNVIWIAPVSELIKSEEDEAKAIAQSTKLAPLQTEYILLKYAKAADIEKLI 377
NTDB id 1039 H0N27 RS01460 WP 031993779.1 NITLRLKDVPWDQALDIILKTKNLDKRRNGNVIWIAPVAELIKAEEEEAKAVAQSVKLAPLQTEYIQLKYAKAGDIMGLI 376
NTDB id 1052 ABD1 RS15850 WP 001017033.1 NITLRLKDVPWDQALDIILKTKNLDKRRNGNVIWIAPVAELIKAEEEEAKAVAQSVKLAPLQTEYIQLKYAKAGDIMGLI 376
NTDB id 974706 AABC73 RS27155 WP 341521652.1 GITLRLQNVPWDQALDLVLKTKGLDKRKIGNVLLVAPADEIAARERQEMESLKQIAELAPLRRELLQVNYAKAADIAKLF 395
NTDB id 1193 PAKAF RS26665 WP 003161249.1 NITLRLQNVPWDQALDLVLKTKGLDKRKLGNVLLVAPADEIAARERQELEAQKQIAELAPLRRELIQVNYAKAADIAKLF 396
consensus *!!!*!***!!!!!!!**!*!**!!!!* !!!***** *** * !******* ** *!*!*********!!!!*!!* !*

logo

K
Q
T
D
S
Q
K
V
G
R
Q
S
T

S
N
A
D
S
N
E
G
S
G
T
N
Q
S
G
N
L
S
Q
N
HTSGGGTSTSTNGLSNATTGVEDPSLGDNSNVENGAGTSKLAELDGSEGDPRGKSTI STLQVDPADRTNNSTLIWIAIQYNQDPTSAGQDETQRSKLI EDQELVIRERKI

L
M
V
I
K
S
D
L
QLDVIQPVRKQV

NTDB id 1284 ACE17W RS12370 WP 010946666.1 KDKQ...............................NSLLSDRGKISVDARTNTIWIQDTGTKIEEVRELIKQLDIPVKQV 434
NTDB id 1257 GCO85 RS04855 WP 163621000.1 KDKQ...............................NSLLSDRGKISVDARTNTIWIQDTGTKIEEVRELIKQLDIPVKQV 434
NTDB id 1009 ACIAD RS15175 WP 004923730.1 TQGRNSGTSNSN.........TNGSATVEPLGDSVGTLLSPRGTISLDPRTNTLIINDTSQKIDQIRKMIDLLDIPVKQV 448
NTDB id 1039 H0N27 RS01460 WP 031993779.1 TQGSNNSNGLQHTSGGGTSTSTNLNTGVDSLGNNVGSLLSPRGTITQDDRTNTLIINDTAQSIDQIRKMIDLLDVQVKQV 456
NTDB id 1052 ABD1 RS15850 WP 001017033.1 TQGSNNSNGLQHTSGGGTSTSTNLNTGVDSLGNNVGSLLSPRGTITQDDRTNTLIINDTAQSIDQIRKMIDLLDVQVKQV 456
NTDB id 974706 AABC73 RS27155 WP 341521652.1 QSVTSAE.............................AKADERGSITVDDRTNNIIAYQTQDRLDELRRIVSQLDIPVRQV 446
NTDB id 1193 PAKAF RS26665 WP 003161249.1 QSVTSDGGQ..........................EGKEGGRGSITVDDRTNSIIAYQPQERLDELRRIVSQLDIPVRQV 450
consensus * **** !!*!**!*!!!******** *****!*** *!!**!*!!

logo

L
M
V
I EAR IVREVANSTKVTDGSYFDTSQKASDEMILG I

V
K
RWGGVIALSYRSHTPQTGHINLTQNKSNSNGTNFWLSTELAGVYGAGGKNSDTEAGTNQTI

LWGNI
L
K
R
D
N
E
E
PDKGSKMNCGNDPE I

L
T
T
A
R
G
S
G
C
Y
G
K
T
F
P
A
Y
T
PATLTNGV

T
G
T
V
I
Q
S
P
E
K
S
L
R
S
T
E
P
P
S
R
D
A
S
R
N
P
L
F
Y
N
L
VDLAGVA

NTDB id 1284 ACE17W RS12370 WP 010946666.1 LIEARIVEVTKDFSQDIGIRWGVSRPTHL.SGTLE.GAN................ELAR.GTAPANVVPLERRLNLDLAA 495
NTDB id 1257 GCO85 RS04855 WP 163621000.1 LIEARIVEVTKDFSQDIGIRWGVSRPTHL.SGTLE.GAN................ELAR.GTAPANVVPLERRLNLDLAA 495
NTDB id 1009 ACIAD RS15175 WP 004923730.1 MIEARIVRATTSFSKEMGVKWGILSQGINQNSNLLVGGSETTLWNLRNPDS...N.....GTY...TIERPDNLNVDLGV 517
NTDB id 1039 H0N27 RS01460 WP 031993779.1 MVEARIVRASTSFTKELGVKWGILSQGITNNNNLLVGGSETTLWNLREPKK...DETTGGYKY...TIERPDNLNVDLGV 530
NTDB id 1052 ABD1 RS15850 WP 001017033.1 MVEARIVRASTSFTKELGVKWGILSQGITNNNNLLVGGSETTLWNLREPKK...DETTGGYKY...TIERPDNLNVDLGV 530
NTDB id 974706 AABC73 RS27155 WP 341521652.1 MIEARIVEATVGYDKALGVRWGGSST....NGNFTAGGGTAQ....................PTTLTGQSTSAPYVDLGA 502
NTDB id 1193 PAKAF RS26665 WP 003161249.1 MIEARIVEANVGYDKSLGVRWGGAYH....KGNWSGYGKDGNI.GIKDEDGMNCGPIAGSCTFPTTGTSKSPSPFVDLGA 525
consensus **!!!!!*** *****!**!!* * **** ** * * ** * ** ** * ***!!**

logo

A
VPLTGKTS

A
D
G
N
T
T
A
P
G
AS
T
A
G
V
S
S
GIGAI

L
F
S
A
G
F
K
L
L
I
SLMN
T

S
D
D
N
T
F
I
I
L
MLDLQELSAMLQEKSAETDGNRYAGE I

L
V
V
I SQSTPRKLVI

V
M
S
TSTANDQKEQKATAVKVI ELAKSTGSTVEQQE I

VPYQSESATSTNSSAGAGSTATASTVTASF
NTDB id 1284 ACE17W RS12370 WP 010946666.1 APLTGATPASVGIALAKL.NDNILLDLELSALESEGRAELISSPRLITTNQQAAVIESGEEIPYQEATSSGA...TAVAF 571
NTDB id 1257 GCO85 RS04855 WP 163621000.1 VPLTGATPASVGIALAKL.NDNILLDLELSALESEGRAELISSPRLITTNQQAAVIESGEEIPYQEATSSGA...TAVAF 571
NTDB id 1009 ACIAD RS15175 WP 004923730.1 .....TTTGASSIAFGLISLSDFMLDLELSALQADGYGEVISTPKVMSADKQKAKVATGVEVPYQSTTNSAAGSTATTSF 592
NTDB id 1039 H0N27 RS01460 WP 031993779.1 .....SNP.AGSIAFGLISMSDFMLDLELSALQADGYGEVISTPKVMTADKQTAKVATGQQVPYQSTTNSAAGSTATTSF 604
NTDB id 1052 ABD1 RS15850 WP 001017033.1 .....SNP.AGSIAFGLISMSDFMLDLELSALQADGYGEVISTPKVMTADKQTAKVATGQQVPYQSTTNSAAGSTATTSF 604
NTDB id 974706 AABC73 RS27155 WP 341521652.1 .....AGA.TSGIGISFL.TDNTLLDLELSAMEKTGNGEIVSQPKVVTSDKETAKILKGTEIPYQESSSSGA...TSVSF 572
NTDB id 1193 PAKAF RS26665 WP 003161249.1 .....KDA.TSGIGIGFI.TDNIILDLQLSAMEKTGNGEIVSQPKVVTSDKETAKILKGSEVPYQEASSSGA...TSTSF 595
consensus * * *!*** * ** *!!!*!!!** *! *!**!*!*********!** *! **!!!****!*! ****!



logo KDKEAASVLLSLKNEVTPNSQITPDNGRKI IQLVMDKEVLNDKQVIANSTNQKDAETS IVPNADSSGPYLQYANQMATLQVFPLNGEVALPAPI LIKINTKKNTNEVIQNATKNI
VLVSDNDNGQETVI IV I

LGGI
V
Y
F
K
S
E
N
Q
E
D
T
K
Q
T
M
S
N
N
K
A
S
V
I
Q
V
D
E
N
T
R
K
I
VPFLFG

NTDB id 1284 ACE17W RS12370 WP 010946666.1 KKAVLSLKVTPQITPDGKILMDLQINQDTPSP.QTFLGVPAIITKEIQTNVLVNNGQTIVLGGIYKQDKNKVINRIPFFG 650
NTDB id 1257 GCO85 RS04855 WP 163621000.1 KKAVLSLKVTPQITPDGKILMDLQINQDTPSP.QTFLGVPAIITKEIQTNVLVNNGQTIVLGGIYKQDKNKVINRIPFFG 650
NTDB id 1009 ACIAD RS15175 WP 004923730.1 KEALLSLEVTPNITPDGKILMELNIANDSINS.YAQNGEAILNKNTINTNVLVNNGETVVLGGVFEQTTNNAVTKVPFLG 671
NTDB id 1039 H0N27 RS01460 WP 031993779.1 KDALLSLNVTPSITPDGKIQMKLDISKDSVAG.AAPNGELILNKNNINTNVLVDNGETVILGGVFEQTTMNSQTKVPFFG 683
NTDB id 1052 ABD1 RS15850 WP 001017033.1 KDALLSLNVTPSITPDGKIQMKLDISKDSVAG.AAPNGELILNKNNINTNVLVDNGETVILGGVFEQTTMNSQTKVPFFG 683
NTDB id 974706 AABC73 RS27155 WP 341521652.1 KEASLSLEVTPQITPDNRIIMEVKVTKDEPDYLNTVLGVPPIKKNEVNAKVLVSDGETIVIGGVFSNTQSKVVDKVPFLG 652
NTDB id 1193 PAKAF RS26665 WP 003161249.1 KEAALSLEVTPQITPDNRIIVEVKVTKDAPDYQNMLNGVPPINKNEVNAKILVNDGETIVIGGVFSNEQSKSVEKVPFLG 675
consensus !*!*!!! !!!*!!!!**!**** ***!** * *!** **********!!**!*!***!!** ** * * **!!*!

logo

E
D
V
I
LPYVLVGI

RLFKSRNRKTRDATQVI
V
K
T
S
E
L
D
R
A
D
K

N
K
S
E
N
QELLVI F ILVTPR I IMVTNDNAQTI

A
L
V
A
I
S

G
A
I
R

I
V
T
N
G
S
T
H
I
R
EGREKDVYK

NTDB id 1284 ACE17W RS12370 WP 010946666.1 ELPVVGILFSNRQITLKNEELLIFITPRIITNALSITTIEGREKDVYK 698
NTDB id 1257 GCO85 RS04855 WP 163621000.1 ELPVVGILFSNRQITLKNEELLIFITPRIITNALSITTIEGREKDVYK 698
NTDB id 1009 ACIAD RS15175 WP 004923730.1 DLPYVGRLFKKTAKSEAKNELLIFVTPRIVNDTIVGNH.......... 709
NTDB id 1039 H0N27 RS01460 WP 031993779.1 DIPVVGRLFRKDVKSDDKQELLIFVTPRIVNDTLARNH.......... 721
NTDB id 1052 ABD1 RS15850 WP 001017033.1 DIPVVGRLFRKDVKSDDKQELLIFVTPRIVNDTLARNH.......... 721
NTDB id 974706 AABC73 RS27155 WP 341521652.1 DVPYVGRLFRRDVVSEAKSELLVFLTPRIMNNQAIAVSR......... 691
NTDB id 1193 PAKAF RS26665 WP 003161249.1 ELPYLGRLFRRDTVTDRKNELLVFLTPRIMNNQAIAIGR......... 714
consensus **!**!*!!*** *** **!!!*!*!!!!*** *

X non conserved

X similar

X ≥ 50% conserved


