
logo MWELVKASGGWI
MMLP I I LCSS IAALVGI I IVERLWTLRAPSR I

VTPPHLLGQVWKRWIKQDKKQLDSNSEQKLKELRADSPLGE I LAAGLAN
NTDB id 974696 AABC73 RS20865 WP 341524296.1 MWELVKSGGWMMLPIILSSIAAVGIIIERLWTLRASRITPPHLLGQVWRWIQDKKLDSEKLKELRADSPLGEILAAGLAN 80
NTDB id 1200 PSJM300 12655 AFN78593.1 MWELVKAGGWIMLPIILCSIAALGIIVERLWTLRPSRVTPPHLLGQVWKWIKDKQLSNQKLKELRADSPLGEILAAGLAN 80
consensus !!!!!! !!!*!!!!!!*!!!!*!!!*!!!!!!!*!!*!!!!!!!!!!*!! !! ! !!!!!!!!!!!!!!!!!!!!!

logo SKRHRGRE IMKEC I EEAAAR I
V
I
VHDLERYLNSALGSTIAAGI

MAPLLGLLGTVLGMIDE I FGSASFMNAGSTGNMTANAAPLVLAGGI SKAL ICTTA
NTDB id 974696 AABC73 RS20865 WP 341524296.1 SRHGREIMKECIEEAAARIIHDLERYLSALGSIAAMAPLLGLLGTVLGMIDIFGSFNATGNTANAAVLAGGISKALICTA 160
NTDB id 1200 PSJM300 12655 AFN78593.1 SKRGREIMKECIEEAAARVVHDLERYLNALGTIAGIAPLLGLLGTVLGMIEIFSAFMGSG.MANAPLLAGGISKALITTA 159
consensus !**!!!!!!!!!!!!!!!**!!!!!!! !!!*!!**!!!!!!!!!!!!!!*!! ! **!* !!!**!!!!!!!!!!*!!

logo

A
SGL IMVAGIPAI

LFFHRFLLQRSRVDELVVGMEQEAIKLVEVVQGDRDVDLVGNDEGPKSAIQLKAQARGEGRKK
NTDB id 974696 AABC73 RS20865 WP 341524296.1 SGLIVAIPAIFFHRFLQSRVDELVVGMEQEAIKLVEVVQGDRDVDVNDPSIQLKAQARGEGRKK 224
NTDB id 1200 PSJM300 12655 AFN78593.1 AGLMVGIPALFFHRFLLRRVDELVVGMEQEAIKLVEVVQGDRDVDLGEGKA............. 210
consensus !!*!*!!!*!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!* ** *************

X non conserved

X similar

X ≥ 50% conserved


