
logo

MKMRKHNGLTKLTTPRYKVLATQGTLWFLSTLWFVSGLLALACPASSMF
V
V
F
A
SAEESVAQTSANSQLKESNIDFRTVNKDEKDAAVI

L
V
IVELVASPASAI

VVDI
V
K
Q
R
KVQEGLS I

NTDB id 1347 HI 0435 AAC22094.1 ................................................................................ 0
NTDB id 1373 NTHI RS02645 WP 011272046.1 ................................................................................ 0
NTDB id 1381 A4U84 RS02010 WP 021113424.1 ................................................................................ 0
NTDB id 1465 ASU2 RS06170 WP 014991934.1 ................................................................................ 0
NTDB id 1186 GTF74 RS01320 WP 000788426.1 ..MKNGLKT..YVAQTWLTLWVGLALCASSMVFSAESATANQLENIDFRVNKEKAAVLIVELASPSAVVDVQKVQEGLSI 76
NTDB id 1175 A1552VC RS12105 WP 000788426.1 ..MKNGLKT..YVAQTWLTLWVGLALCASSMVFSAESATANQLENIDFRVNKEKAAVLIVELASPSAVVDVQKVQEGLSI 76
NTDB id 1408 DSB67 RS13980 WP 010643500.1 MKMRHGLTLTPRKLTGLFSLWFSLLLAP...FVAAEEVQSNSLKSIDFRTNKDKDAVIVVELVSPAAIVDIKRVQEGLSI 77
NTDB id 97423 ATN83 RS01700 WP 032718316.1 ................................................................................ 0
NTDB id 1433 BW25113 RS17570 WP 000815987.1 ................................................................................ 0
consensus

logo

D
ELLNKTSDVKADDQKLYLLDVKDFSTVPVESVEVFRDKTESPTSTRQLVAVYMTI

K
V
K
D
E
G
Y
D
E
F
Y
F
L
S
K
Q

C
H
G
DYRFTLTKVMMRCKGQYFKRLMCWYFILASLPEAVLFKIVLLIFVAGLSF ILMTAKLKANDEKAPFPKNLDIPAPKGISAIVQTLDPVAEKALVTKAIKNDEAEPGN

NTDB id 1347 HI 0435 AAC22094.1 ........................................MKKYFLKCGYFLVCFCLPLIVFA.......NP....KTDN 29
NTDB id 1373 NTHI RS02645 WP 011272046.1 ........................................MKKYFLKCGYFLVCFCLPLIVFA.......NP....KTDN 29
NTDB id 1381 A4U84 RS02010 WP 021113424.1 ....................................................MRYLFLLFFAT.......FP....VLAN 17
NTDB id 1465 ASU2 RS06170 WP 014991934.1 ....................................................MKRMILLLFFI.......LP....PVIA 17
NTDB id 1186 GTF74 RS01320 WP 000788426.1 ELLKTDVADDKLYLLDVKDFSTPVESVEVFRKEPSTQLVVTVDGEFQHDYTLKGKYLEVVISKLKADEKPKPKSVLEKEG 156
NTDB id 1175 A1552VC RS12105 WP 000788426.1 ELLKTDVADDKLYLLDVKDFSTPVESVEVFRKEPSTQLVVTVDGEFQHDYTLKGKYLEVVISKLKADEKPKPKSVLEKEG 156
NTDB id 1408 DSB67 RS13980 WP 010643500.1 DLLNTSVKDDQLYLLDVKDFSTVVESVEVFRDTSTTRLVAYIDEDYSHDYRLTGRYLEVKVGKLKANEKAPDKSILDKEG 157
NTDB id 97423 ATN83 RS01700 WP 032718316.1 ....................................................MMRWISLLFLL.......LPAIATAKNE 21
NTDB id 1433 BW25113 RS17570 WP 000815987.1 ....................................................MKQWIAALLLM.......LIPGVQAAKP 21
consensus * ** *** *** * *

logo

H
E
Q
K
A
C
K
Q
R
L
V
F
I
T
F
S
L
I
M
V
R
S
N

I
V
F
L

K
R
D
S
Q

N
Q
D
V
I
APLTVRAEKNQI

T
V
I
LESQATQYL ILAFDEMEQYEHTNQKDQGLVFKNI

L
T
V
L
M
I
V
A
G
S
E
P
D
E
I
N
R
D
S

I
L
V
K
S
V
E
D
N
T
G
K
T
N
K
T
I
V
L

N
S
T
F
LHKR I

V
L
K
T
E
N
D

D
K
G
N
I
S
V
H
N
D
P
F
M
W
K
D
P
Q
E
S
R
Q
I
A
L
VLNRKQDATSI LVITVAILDRQKATVSHNAKKQHGL IMNDTSTYKLAKNRYQKVQEDDNGQTGNI

V
L
I
Y
F
H
S
L
Y

L
V
I
G
N
A
H

H
Q
S
T
G
P

A
I
L
S
K
A
D
K
V
E
Q

D
S
W
E
Q
L
N
D
A
N
L
N
R
D
H
I
Q
G
E

NTDB id 1347 HI 0435 AAC22094.1 ERFFIRLSQAPLAQTLEQLAFQQDVNLVIGDILENKISLKLNNIDMPRLLQIIAKSKHLTLNKDDGIYYLNGSQS....G 105
NTDB id 1373 NTHI RS02645 WP 011272046.1 ECFFIRLSQAPLAQTLEQLAFQQDVNLVMGERLEGNISLKLNNIDMPRLLKIIAKSKHLTLNKDDGVYYLNGSQS....G 105
NTDB id 1381 A4U84 RS02010 WP 021113424.1 QQISLSIRNAPTAEIISYLAEETGKNITISDEIKDTKNFRVEKSHFDEILNSLIKTHQLNLKKENGIYYIHQAQE....H 93
NTDB id 1465 ASU2 RS06170 WP 014991934.1 HAFSISLKNAPTAKILSYLAEEHGKNIVLSDNIETNTTLRIENSNFDSVLKSITRANKLTSAYENQIYFIGHKKD....D 93
NTDB id 1186 GTF74 RS01320 WP 000788426.1 KLISINFQDIPVRNVLQLIADYNGFNLVVSDSVVGNLTLRLDGVPWQQVLDIILQVKGLDKRVDGNVILIAPKEELDLRE 236
NTDB id 1175 A1552VC RS12105 WP 000788426.1 KLISINFQDIPVRNVLQLIADYNGFNLVVSDSVVGNLTLRLDGVPWQQVLDIILQVKGLDKRVDGNVILIAPKEELDLRE 236
NTDB id 1408 DSB67 RS13980 WP 010643500.1 KLISINFQDIPVRNVLQLIADYNQFNLVVSDSVEGNLTLRLDGVPWQQVLDIILQVKGLDKRVDGNVILVAPKDELDLRE 237
NTDB id 97423 ATN83 RS01700 WP 032718316.1 KLVSLVVDDVPVAQVLQTLAEMQQKNLVVAPDVSGTVSLHLKNVPWQQALRAVIDSAGLMYNQQGTVLHVHTLVWQNARQ 101
NTDB id 1433 BW25113 RS17570 WP 000815987.1 QKVTLMVDDVPVAQVLQALAEQEKLNLVVSPDVSGTVSLHLTDVPWKQALQTVVKSAGLITRQEGNILSVHSIAWQNNNI 101
consensus *** * **!****** *!* * !***** * ******** *** **! *******! * ***** * *

logo

A
K
D
R
G
Q
H
P
A
Q
N
T
E
V
L

R
A
E
E
G
T
A
K

L
R
G
Q
A

K
Q
A
R
N

K
R
L
Q
V
E
T
A

K
N
Q
E
L
T

L
Q
A
N
E

I
K
E
N
L

L
G
P
E
D
H
K
PLEQSIKVNRTSRKEHSITVIMTKVILDQHNHYFSADKAAGSDEVIL IMAAEKMS ILNGTKTGEASGQGNSDEIVGKSNFMLLSDPSAEKNSARGYSMLIHSTVIFDKEDRSTNLRS ILFIVLLVIHKQREDDNESLKAPTADERAFHNSMLIVEAKQSAVNFLI EVKTRAQEKW

I
L
A
V
I
Q
R
A
E
N
Q
E
S
M
LDRLIK

NTDB id 1347 HI 0435 AAC22094.1 KGQV.AGNLTTNEPHLVSHTVKLHFAKASELMKSLTT.GSGSLLSPAGSITFDDRSNLLVIQDEPRSVQNIKKLIAEMDK 183
NTDB id 1373 NTHI RS02645 WP 011272046.1 KGQV.AGNLTTNEPHLVSHTVKLHFAKASELMKSLTT.GSGSLLSSAGSITFDDRSNLLVIQDEPRFVQNIKKLIAEMDK 183
NTDB id 1381 A4U84 RS02010 WP 021113424.1 KQHT.TAQLVNALPKLITKTIKLHYSKASEVIESLTK.GQGNLLSESGYLHFDDRSNSIIVKDSAASVKNFTQLIESLDK 171
NTDB id 1465 ASU2 RS06170 WP 014991934.1 KDPNRGLNLELLKPKLITKTIKLDYAKAAEVIESLTK.GSGNFLSENGYLHFDDRSNSLIIKDSPESMKNIVKLIRNLDR 172
NTDB id 1186 GTF74 RS01320 WP 000788426.1 KQALEKARLAEELGDLKSEIIKINFAKASDIAAMIGGEGNVNMLSERGSISIDERTNSLLIRELPDNIAVIREIIESLDI 316
NTDB id 1175 A1552VC RS12105 WP 000788426.1 KQALEKARLAEELGDLKSEIIKINFAKASDIAAMIGGEGNVNMLSERGSISIDERTNSLLIRELPDNIAVIREIIESLDI 316
NTDB id 1408 DSB67 RS13980 WP 010643500.1 KQQLEKQKLEKEIGELSSEIIKVNFAKASDIAEMINGEGNISMLSDRGSMTIDERTNSLLIRELPENIEVIREIIESLDI 317
NTDB id 97423 ATN83 RS01700 WP 032718316.1 AQQEAARAKQLQNLPLQRHSVMLQHADASELAK.....SGDKLLSARGSLTVDKRTNRLFIHDDAAHLSALTAWAQEMDL 176
NTDB id 1433 BW25113 RS17570 WP 000815987.1 ARQEAEQARAQANLPLENRSITLQYADAGELAK.....AGEKLLSAKGSMTVDKRTNRLLLRDNKTALSALEQWVAQMDL 176
consensus **** * * ! * ********!**** * * *!!**!****!*!*!****** * * ** ** *!*



logo P I
T
V
G
K
EQI

V
E
Q
A
L
I
A
S
EAHR IVSTMVIKNTSDSEKTGEHNSMLDEKQRQELGVKRWSTGFILMVTAMFDENS IATPAQSTNHNSEGAGMNSAHGPYRHTGKRS ILSVAGKQGLNVSTILTEANSGNLAWTQI

KGLYLDAGDGGEGDDGGDG
S
S
E
F
L

P
T
V
E
F

G
P
T
N
L
T
V
I

G
S
A
D
E
N
S
D

D
H
F
N

Q
L
A
S
NVANLFPAASTTTVSPANT

NTDB id 1347 HI 0435 AAC22094.1 PIEQIAIEARIVTITDESLKELGVRWGIFNPTENARRVAGSLTGN.................SFENIADNLNVNFATTTT 246
NTDB id 1373 NTHI RS02645 WP 011272046.1 PIEQIAIEARIVTITDESLKELGVRWGIFNPTENARRVAGSLTGN.................SFENIADNLNVNFATTTT 246
NTDB id 1381 A4U84 RS02010 WP 021113424.1 PTEQIAIEARIVTISSEHLQQLGVRWGLFSPNENHYKLAGNLEGN.................GLT.T.NNLNVNFP..VN 230
NTDB id 1465 ASU2 RS06170 WP 014991934.1 PTEQIAIEARIVTISSENLQELGVRWGMFSPANGHHKIAGSLEAN.................GLPNT.NHLNVNFP..VN 232
NTDB id 1186 GTF74 RS01320 WP 000788426.1 PVKQVQIEARIVTVKEGNLEELGVRWGVMSTNGS.HSVGGSIESNLWQKGLLAD........DEFPVDEFLNVNLASTSA 387
NTDB id 1175 A1552VC RS12105 WP 000788426.1 PVKQVQIEARIVTVKEGNLEELGVRWGVMSTNGS.HSVGGSIESNLWQKGLLAD........DEFPVDEFLNVNLASTSA 387
NTDB id 1408 DSB67 RS13980 WP 010643500.1 PVKQVQIEARIVTINEGNMDELGVRWGFTSINGS.HTVGGSIENNLATIGLYDGGGEGDDGGSSVGIDDFLNVNLAATSP 396
NTDB id 97423 ATN83 RS01700 WP 032718316.1 PVGQVELAAHIVSMSETSLRELGVKWSMAEASSM.PGSGKLT.......................TLSSHQAVN.....N 227
NTDB id 1433 BW25113 RS17570 WP 000815987.1 PVGQVELSAHIVTINEKSLRELGVKWTLADAQHA.GGVGQVT.......................TLGSDLSVA.....T 227
consensus !* !* **!*!!**** * *!!!*!** * * ****** * * * **!* * **

logo

A
P
N
T
S
A
N
A
G
S
T

H
R
S
L
V
I
G
ALFNQI

V
G
A
A
R
KLIGSNDSGTRVLLEDLELTSALQESNRQKEQSNDQKNI

L
A
V
D
E I I SASPRL ILATSTDHNLMKQKTSPAYS I EKQGSTE IPYAVIQLLMEVYSRSNKRGTSEKRSDENSDEGI

V
T
A
K
Q
S
T
D
N
T
S
I
V
T
A
EFRKKEAVLSGMLQKEV

NTDB id 1347 HI 0435 AAC22094.1 PAGSIALQVAKI.NGRLLDLELSALERENNVEIIASPRLLTTNKKSASIKQGTEIPYIVSNTRNDTQSVEFREAVLGLEV 325
NTDB id 1373 NTHI RS02645 WP 011272046.1 PAGSIALQVAKI.NGRLLDLELSALERENNVEIIASPRLLTTNKKSASIKQGTEIPYIVSNTRNDTQSVEFREAVLGLEV 325
NTDB id 1381 A4U84 RS02010 WP 021113424.1 PSASVALQIAAI.NSRVLDLELTALESENNIEIIASPRLLTTDKKTASIKQGTEIPYAMYSKKEEITDIEFREAVLGLEV 309
NTDB id 1465 ASU2 RS06170 WP 014991934.1 NAASLALQVAKI.NGRVLDLELTALEQENDVEIIASPRLLTTNKKPASIKQGTEIPYVLYNRKDEVKNIEFKEAVLGLQV 311
NTDB id 1186 GTF74 RS01320 WP 000788426.1 NASSIAFQVAKLGSGTLLDLELSALQNESKAEIISSPRLITTNKQPAYIEQGTEIPYLES.SSSGASTVAFKKAVLSLKV 466
NTDB id 1175 A1552VC RS12105 WP 000788426.1 NASSIAFQVAKLGSGTLLDLELSALQNESKAEIISSPRLITTNKQPAYIEQGTEIPYLES.SSSGASTVAFKKAVLSLKV 466
NTDB id 1408 DSB67 RS13980 WP 010643500.1 NATSIAFQVAKLGSDTLLDLELSALQQESKAEIISSPRLITTNKKPAYIEQGTEIPYLES.SSSGATSVTFKKAVLSLKV 475
NTDB id 97423 ATN83 RS01700 WP 032718316.1 ASNRVGFNIGRL.SGRLLELELSALEQKQQVEIIASPRLLASHMQSASIKQGSEIPYQVSRGESGATSIEFKEAVLGMEV 306
NTDB id 1433 BW25113 RS17570 WP 000815987.1 ATTHVGFNIGRI.NGRLLDLELSALEQKQQLDIIASPRLLASHLQPASIKQGSEIPYQVSSGESGATSVEFKEAVLGMEV 306
consensus * ********* ****!*!!!*!!*******!!*!!!!*******!*!*!!*!!!!*** * *******!**!!!***!

logo TPTQHVI LTSNQKPKQDGNNQRVLIRVLLKDLAHRVLS IVSTEQDNTVRSRPNGNEQSQRTVI
S
L
V
Q
S
A
K
Q
Y
T
A
E
G
D
V
N
Q
T

H
N
G
G
T
E
L
M
V
A
L
V
T
A
S IDTKQRELIKEGNTQVEFLAVQRNKDHSNGETLVIAVLGGVI FSTHQQRDHKLTSKNTIAKNTSNKAGSQRVEDRSKI

VP I
LLGSDLIPW

L
V
F
I
L
K
G
K
Q
A
R

NTDB id 1347 HI 0435 AAC22094.1 TPHISKDNNILLDLLVSQNSPGSRVAYGQNEVVSIDKQEINTQVFAKDGETIVLGGVFHDTITKSEDKVPLLGDIPVIKR 405
NTDB id 1373 NTHI RS02645 WP 011272046.1 TPHISKDNNILLDLLVSQNSPGSRVAYGQNEVVSIDKQEINTQVFAKDGETIVLGGVFHDTITKSEDKVPLLGDIPVIKR 405
NTDB id 1381 A4U84 RS02010 WP 021113424.1 TPHISKQNQILLDLAISQNSPNNQI...NNTMVTIDKQEIKTQVLAKHGETIVLGGIFQHLIAKGEDKVPLLGSIPVIKR 386
NTDB id 1465 ASU2 RS06170 WP 014991934.1 TPHISNDNQILLDLVVTQNSPNSTSST.VHGLVTIDKQELNTQVFAQHGETIVLGGIFQHLTAKGEDRVPILGSIPVLKK 390
NTDB id 1186 GTF74 RS01320 WP 000788426.1 TPQITPDNRLVLDLSVTQDRRGETVKTGTGEAVSIDTQRIGTQVLVNNGETVVLGGIFQHSINNSVDKVPLLGDLPVLGA 546
NTDB id 1175 A1552VC RS12105 WP 000788426.1 TPQITPDNRLVLDLSVTQDRRGETVKTGTGEAVSIDTQRIGTQVLVNNGETVVLGGIFQHSINNSVDKVPLLGDLPVLGA 546
NTDB id 1408 DSB67 RS13980 WP 010643500.1 TPQITPDNRLVLDLSVTQDRPGQVVKTGTGEAVAIDTQRIGTQVLVNNGETVVLGGIFQHSITNSVDKVPLLGDLPLLGA 555
NTDB id 97423 ATN83 RS01700 WP 032718316.1 TPTVLQQNRVRLKLRITENTPGQVLKQENGEALAIDKQEIETQVEVRSGETLALGGIFSQKKKSARDSIPLLGDIPLLGQ 386
NTDB id 1433 BW25113 RS17570 WP 000815987.1 TPTVLQKGRIRLKLHISQNVPGQVLQQADGEVLAIDKQEIETQVEVKSGETLALGGIFTRKNKSGQDSVPLLGDIPWFGQ 386
consensus !! ** *****!*! ******* * * *****!!*!** !!! ** !!!**!!!*!**** * !**!*!!**!***

logo LFSRQHKRDETSQGSYDKEDEKNQRDNVHIMEQSGRKSRELLVVI F IVTPHRYKLVI ILVASIKVAQSHGEEKI
Q
T
G
Q
L
A
I
E
E
S
A
K
S
LKHQSKLSAEQKGLKPKPK

NTDB id 1347 HI 0435 AAC22094.1 LFSKESERHQKRELVIFVTPHILKAGETLEALKQKSEGKK.. 445
NTDB id 1373 NTHI RS02645 WP 011272046.1 LFSKESERHQKRELVIFVTPHILKAGETLEALKQKSAGKK.. 445
NTDB id 1381 A4U84 RS02010 WP 021113424.1 LFSQSQDKISKRELVIFVTPYIVKSEKIGAEK.QK....... 420
NTDB id 1465 ASU2 RS06170 WP 014991934.1 LFSHSSDRISKRELVIFVTPYIIKSEKQQISS.HSLQKLPPK 431
NTDB id 1186 GTF74 RS01320 WP 000788426.1 LFRRTYEQMGKSELLIFVTPKVVIQ................. 571
NTDB id 1175 A1552VC RS12105 WP 000788426.1 LFRRTYEQMGKSELLIFVTPKVVIQ................. 571
NTDB id 1408 DSB67 RS13980 WP 010643500.1 LFRRSYENVGKSELLIFVTPKVVIQ................. 580
NTDB id 97423 ATN83 RS01700 WP 032718316.1 LFRRDGKDNERRELVVFITPRILAVH................ 412
NTDB id 1433 BW25113 RS17570 WP 000815987.1 LFRHDGKEDERRELVVFITPRLVSSE................ 412
consensus !!*** * * **!!**!*!!***



X non conserved

X similar

X ≥ 50% conserved


