logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id

1169 A1552VC RS11075 WP 000648511.1
974180 AABD46 RS03050 WP 140103791.1
1402 DSB67 RS12670 WP 010643257.1
1112 NGFG RS09215 WP 003689811.1
1113 AAA85695.1 219..1451( )

1252 GCO85 RSO7730 WP 011213805.1
1198 PSJM300 03950 AFN76868.1

1016 ACIAD RS01680 WP 004920476.1
1059 ABD1 RS01610 WP 000279215.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id

1169 A1552VC RS11075 WP 000648511.1
974180 AABD46 RS03050 WP 140103791.1
1402 DSB67 RS12670 WP 010643257.1
1112 NGFG RS09215 WP 003689811.1
1113 AAA85695.1 219..1451( )

1252 GC0O85 RSO7730 WP 011213805.1
1198 PSJM300 03950 AFN76868.1

1016 ACIAD RS01680 WP 004920476.1
1059 ABD1 RS01610 WP 000279215.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id

1169 A1552VC RS11075 WP 000648511.1
974180 AABD46 RS03050 WP 140103791.1
1402 DSB67 RS12670 WP 010643257.1
1112 NGFG RS09215 WP 003689811.1
1113 AAA85695.1 219..1451( )

1252 GCO85 RSO7730 WP 011213805.1
1198 PSJM300 03950 AFN76868.1

1016 ACIAD RS01680 WP 004920476.1
1059 ABD1 RS01610 WP 000279215.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id

1169 A1552VC RS11075 WP 000648511.1
974180 AABD46 RS03050 WP 140103791.1
1402 DSB67 RS12670 WP 010643257.1
1112 NGFG RS09215 WP 003689811.1
1113 AAA85695.1 219..1451( )

1252 GCO85 RSO7730 WP 011213805.1
1198 PSJM300 03950 AFN76868.1

1016 ACIAD RS01680 WP 004920476.1
1059 ABD1 RS01610 WP 000279215.1

consensus

éé%% FSLF%@ééKEE ¥ Eéqu E %“LAET Eéﬁﬁ

RHSASDKL
RHEJASDJML
NKA@QIS.
DRQ[¢AIY.
DRK[¢I]Y.
DRKGVK.
* * 1k %

PPELT|3H
INIKNSVIIT

PV|gA
MaMiP TigA
*

ALY A Sl

IJAG PL QAF
NAG PL QAF
I3 G PLVQAF
MAGVPL Q F
IWAGVPLVQAF

FTRQLATM JJAGVPLVQ F
Polosksk Dl sk Dok Dok |oskoskoskok * %k * %k

OB LR O o N ol el LT e

ISSEGAELPRIEFTQNV |38

INEFGA LPAFTQEIV
ANM[EF:NARLP LN T\Y
B\ RISKVKYALENY PRSIV I EWIVIGAELPAIRT QEyV
IQGEGA  LPAITIEAV
IWEGAELPAF TRV
INIFGA LPAFTQIRV

INIFGA LPAFTQWIV
Pl b Pk lx Ik x|l k%

skkk bk bl | % * %k *  kokokokok

e

LIAKABMITA FSRTLAT FAAG P

R T¥A
[GRTYA

Pk bk 1 Pxx ] kokkkkk Dkl 1 %k

F AG P
THFAAGVPL Al
TWFAAGVPL D Al
H FAAG PL
T FAAGVPL
FAAGVPL

FAAGVPL
NNy

K INIAR

PIIRGD
PIIYGD K IIAR

P G| LIAKAMAIARF RTL M

LMK B ARF RTL
MKANIAR SRTLAT
MKANIAR SRTLAT
sokokokok Dok Dokok Dokokok Dok ok Dok || !

* ok ok ok ok ok ok ok * kb okkok

152
151
151
154
154
151
150
153
153

232
231
231
234
234
231
230
233
233

312
311
311
314
314
311
310
313
313



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id

1169 A1552VC RS11075 WP 000648511.1
974180 AABD46 RS03050 WP 140103791.1

1402
1112
1113
1252
1198
1016
1059

consensus

<0

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id

1169 A1552VC RS11075 WP 000648511.1
974180 AABD46 RS03050 WP 140103791.1

1402
1112
1113
1252
1198
1016
1059

consensus

DSB67 RS12670 WP 010643257.1
NGFG RS09215 WP 003689811.1
AAA85695.1 219..1451( )
GC085 RSO7730 WP 011213805.1
PSJM300 03950 AFN76868.1
ACIAD RS01680 WP 004920476.1
ABD1 RS01610 WP 000279215.1

DSB67 RS12670 WP 010643257.1
NGFG RS09215 WP 003689811.1
AAAB5695.1 219..1451( )
GCO85 RSO7730 WP 011213805.1
PSJM300 03950 AFN76868.1
ACIAD RS01680 WP 004920476.1
ABD1 RS01610 WP 000279215.1

peagc o Bl e

PIUY I[NEINGE AGFED

A A

V AMYLPIFNLFISV

\Y
\Y

T
T

[><] eS|

AMYLPIFNLEISV
AMYLPIFNLFISV
AMYLP FENLGNVV
AMYLP FNLGNVV

AMYLPIFELGSAVER
AMYLPIF
AMYLPIF
AMYLPIF

non conserved
similar
>50% conserved

~

FPRM QMVPIGEESGIL ML

408
407
407
410
410
406
405
408
408

SIQ'wAD
S

A Ul DL

YENEVDNVDEL [
YESEVDEAVDEL §

il

L

D Dok Dotk | Dok 1o |

392
391
391
394
394
391
390
393
393



