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NTDB id 1045 H0N27 RS16330 WP 168727019.1 .MAEQQPLVLLVDDEEDLCLLMQMTLARMGIKTHLAYRVEQAKQLFTQFHYDACLTDLNLPDGSGLDLVKHVSQNYPNTP 79
NTDB id 973812 AABM52 RS26460 WP 347909142.1 MNTRPRQKVLIVDDEPDIRELLEITLGRMKLETFNARNVGEAQSLLKRETFDLCLTDMQLPDGTGLELVQHIQLRHPQVQ 80
NTDB id 1473 PAKAF RS24000 WP 003094694.1 ...MSRQKALIVDDEPDIRELLEITLGRMKLDTRSARNVKEARELLAREPFDLCLTDMRLPDGSGLDLVQYIQQRHPQTP 77
consensus ****!*!!!!*!***!***!!*!!***! !**! *!* !* ** *!*!!!!**!!!!*!!*!!*******!***

logo

I
VAVML

ITAYDGNSMLEDI
N
TAIANQVALKAGAFDFVLSTKPVNDQLAGVHRLDRQELLVAQTKSTALLNRLRVPQRKNVEHDPETTAREEGNVAALPEIVNDKNRLRL ILGDERSPLP I

M
Q
R
A
N
QLR I

K
N

A
H
QIGKTKI

LASR
NTDB id 1045 H0N27 RS16330 WP 168727019.1 IAVLTAYGNMDIAIAALKAGAFDFVSKPVNQVHLDQLLQKALNRQKVEHDTTENALENKLLIGRSLPIQQLRIAIKKIAR 159
NTDB id 973812 AABM52 RS26460 WP 347909142.1 VAMITAYDSLENAINVLKAGAFDFLTKPVDLARLRELVTSALLVP......ARGVAIDRRLLGDSLPMRNLRKHITKLAS 154
NTDB id 1473 PAKAF RS24000 WP 003094694.1 VAMITAYGSLDTAIQALKAGAFDFLTKPVDLGRLRELVATALRLRN...PEAEEAPVDNRLLGESPPMRALRNQIGKLAR 154
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logo SHQATPVFYVITSGESGTSGKEVLVANRLVIHDERLQGSNPRAISNEGQRPFVIPAVINCAGAIPTSELLMESELFFGHRKKGSFSTGATIQEDKPQGL IFLQASTASHGGSTLLFLD
NTDB id 1045 H0N27 RS16330 WP 168727019.1 SQAPVFVTGESGTGKEVVANLVHRLSNRSEGPFIAINCGAIPTELMESELFGHKKGSFTGATQDKQGLILSAHGGSLFLD 239
NTDB id 973812 AABM52 RS26460 WP 347909142.1 SHATVYISGESGSGKELVARLIHDQSPRANQPFIAINCAAIPSELLESEFFGHRKGSFSGAIEDKPGLFQTAHGGTLLLD 234
NTDB id 1473 PAKAF RS24000 WP 003094694.1 SQAPVYISGESGSGKELVARLIHEQGPRIERPFVPVNCGAIPSELMESEFFGHKKGSFTGAIEDKQGLFQAASGGTLFLD 234
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 EIAELPLSMQVKLLRAVQEKKIRPVGSDQEIDVDFRVISASHQDLDLLVRQGKFRQDLFFRIHVMDLILPPLRERGEDVL 319
NTDB id 973812 AABM52 RS26460 WP 347909142.1 EVADLPLAMQVKLLRAIQEKSVRCVGGQQEMAVDVRILCATHKNLDTEVAAGRFRHDLYYRLNVIELRVPPLRERRDDIE 314
NTDB id 1473 PAKAF RS24000 WP 003094694.1 EVADLPMAMQVKLLRAIQEKAVRAVGGQQEVAVDVRILCATHKDLAAEVGAGRFRQDLYYRLNVIELRVPPLRERREDIP 314
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LERAHIYTLSCENDADKTQIDEQAIPGHSHDLHRPLADEPAGLNPRACGAGNAISEQSNPFASAAQ
NTDB id 1045 H0N27 RS16330 WP 168727019.1 LLANHFIQKICMEWETPPKQLTEAAETYLLQQHFPGNVRELRNMIERAITLSEDATIDISHLHPAPLRANISNPFASAAQ 399
NTDB id 973812 AABM52 RS26460 WP 347909142.1 MLTSHILKRLAADTDQPAARLHPQALEALKSYRFPGNVRELENMLERAHTLCENKQIEAGDLRLAEGNCGAE........ 386
NTDB id 1473 PAKAF RS24000 WP 003094694.1 LLAERILKRLAGDTGLPAARLTGDAQEKLKNYRFPGNVRELENMLERAYTLCEDDQIQPHDLRLADAPGASQ........ 386
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 SIQTTVAAPQAVKKLPSEGLERYLENIEKDILLNALNMTHWNRTLAAKKLGMTFRSLRYRLKKFGLDTETEQEV 473
NTDB id 973812 AABM52 RS26460 WP 347909142.1 ........GGVPDLTRIDNLEAYLENVERQLLLQALEETRWNRTAAAQRLNLSFRSMRYRLKKLGLD....... 445
NTDB id 1473 PAKAF RS24000 WP 003094694.1 ........EGAASLSEIDNLEDYLEDIERKLIMQALEETRWNRTAAAQRLGLTFRSMRYRLKKLGID....... 445
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