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NTDB id 1426 RS RS05575 WP 011001070.1 MRALLIGFVAGCMALQTRPALAPVWQPALLGLACLLAMALLRRGARLPRLVPVMAVLAAACAGFGWSDWRAQQRLSVVLA 80
NTDB id 973808 AABM52 RS23320 WP 347908277.1 MRTGMMALALGLLTLRFLPALPPVWLWLAMPVAGLMLLPFR........TYP....VAFYLFGLSWACANAQWALDDRLP 68
NTDB id 1199 PSJM300 12650 AFN78592.1 MRAGMLALAAGLLLLRFLPQLPSFGWLLALAPVGLLLLPFR........WRP....LAFFLFGLVWACLNAQWALDDRLP 68
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NTDB id 1426 RS RS05575 WP 011001070.1 PAWEGKDIRATGVVAELPEVTEDATRFLFRIESSDAGDAVPPRVRLSWYGLRSWHERQREAEAATDRRAGIPDLQPGQRW 160
NTDB id 973808 AABM52 RS23320 WP 347908277.1 PALDGETRWVEGRVTGLPRHDDGVVRFELTDIQ.SRRTRLPRQMRLAWYGG....................PPVNSGERW 127
NTDB id 1199 PSJM300 12650 AFN78592.1 VDLDGRTFWLEGQVTGLPDRRGDVVRFELEDIH.SRHAGLPSRIRLAWYGG....................PEIRSGERW 127
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NTDB id 1426 RS RS05575 WP 011001070.1 QLTLRLKRPHSLMNPGGFDGEYAMLADDVRAAGYVYTGKRARNALMGEADAGSGVGLRVERWRAAVRRHLLAALPEARYA 240
NTDB id 973808 AABM52 RS23320 WP 347908277.1 RLAVKLKRPIGLLNPQAFDYQAWLLAQRIGATGTIKQGERLAP..............ARGAWRDAIRQRLLAVDAQGR.N 192
NTDB id 1199 PSJM300 12650 AFN78592.1 RLAARLKRPSGMVNPSAFDYEAWLLARRIGATGTIKAGERIAEAA............SSGAWRDRLRQRLLTVEAHGR.A 194
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NTDB id 1426 RS RS05575 WP 011001070.1 PVIVALVVGDQSGIAQADWERFRRTGISHLVSISGLHITMIAGLFGALWMALWRRSFGLARWLRTPLPLRMPAQRAGAVA 320
NTDB id 973808 AABM52 RS23320 WP 347908277.1 GALTALVLGDGAGLSREDWQVLQDTGTVHLLVISGQHIGLLAGVVYLLIA.......GLARFGLW..PNRLPWLPWACGL 263
NTDB id 1199 PSJM300 12650 AFN78592.1 GAIAALVVGDGSGLSTADWRVLQDTGTVHLMVISGQHVGMLAGLLYAVVL.......LLARWGIW..PQRLPWLPWACGL 265
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NTDB id 1426 RS RS05575 WP 011001070.1 AMAAAFAYCLLAGMGVPAQRTLLMLATVAVARLADRSVPVSLSLCWAAALVALVDPWAVMSAGGWLSFGAVAVIFLAARI 400
NTDB id 973808 AABM52 RS23320 WP 347908277.1 AFAAALGYGMLAGFEVPVRRACLMIAMVLLWRLRFRHLGAWWPLLLALVGILLLEPLASLQPGFWLSFAAVAVLILTFGG 343
NTDB id 1199 PSJM300 12650 AFN78592.1 AFAGALGYGWLAGFEVPVRRACLMVAIVLLWRLRFRHLGVWLPLLIALVGVLMVDPLASLQPGFWLSFVAVALLIWIFRG 345
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NTDB id 1426 RS RS05575 WP 011001070.1 VAADARDDVRRPAWPVRAWRGLRGAARVQLAVTFGLLPLTLLLFQQVSVVSAVANALAIPVVSFVTTPLALMGTA.LPEP 479
NTDB id 973808 AABM52 RS23320 WP 347908277.1 .......RLG.......PWRWWQTWTRAQWLIAIGLCPLLLALGLPISLSGPLANLFAVPWISLVVLPPALLGTLLLPVP 409
NTDB id 1199 PSJM300 12650 AFN78592.1 .......RLG.......VPSWWRALLYAQWAMALGLLPAMLVLGLPVSLSGPLANLLAVPWISVLVVPLALLGSFLLWVP 411
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NTDB id 1426 RS RS05575 WP 011001070.1 WSQPVLIWAEASFAWLMPWLDALALPGG..SVWVAPAAPAWAWGLAVVGVPLLLVPGGYRAWAWRAQGAVLLLPMLLARA 557
NTDB id 973808 AABM52 RS23320 WP 347908277.1 YVGEKLLWLAGGL..IDGWFRALGLVSGEVPAWVPAAVPLWAWVIGAIGAFLLLLPRGVP...MRPLGWPMLLMLVLSPR 484
NTDB id 1199 PSJM300 12650 AFN78592.1 WLGEALLWLAGGL..LAVLFELLALIAGWQPAWLASALPLWAWSLVALGTLVLLLPAGVP...LRVLGTLLLAPLLFAPD 486
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NTDB id 1426 RS RS05575 WP 011001070.1 PAPPPGEFRMVAFDIGQGAATLVETAGHRLLFDTGPRQGDLADAADRVIVPYLRGHGVQAIDTLVVSHEDSDHAGGTETV 637
NTDB id 973808 AABM52 RS23320 WP 347908277.1 PMLEEGMAEVWQLDVGQGLAILVRTRHHTLLYDAGPRFGELD.QGERVVLPALRKLGVKGLDLMLISHAHADHAGGAPAV 563
NTDB id 1199 PSJM300 12650 AFN78592.1 SRPEQGRAEVWVFDVGQGLSVLVRTRDHALLYDAGPRYGDFD.IGERVVFPSLRQLGLERLDLMMLSHADSDHAGGALAI 565
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NTDB id 1426 RS RS05575 WP 011001070.1 MAGVPVRTMLASLPPGHGLERQARALGIEPAGCVAGQRWAWDGVAFEILYPVQVPSDRAAVSSNARSCVLRIANARYAAM 717
NTDB id 973808 AABM52 RS23320 WP 347908277.1 ARGLPVKQVVSGEPSDL.......PAQLQAGSCESGRQWTWDEVDFQLWHWP......LAGDSNQNSCVLLIEANGERLL 630
NTDB id 1199 PSJM300 12650 AFN78592.1 QRAMPVGAVLSGEPERL.......PAALDARSCRTGQRWTWNQVNFSVWRWP......QATNGNQASCVLMVEAAGERLL 632
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NTDB id 1426 RS RS05575 WP 011001070.1 LAGDIGRAQEAALIAAEAPERLMADILLVPHHGSRTSSSGAFLDAVSAQVAVFQVGYRNRYGHPHPQVWQRYGARGIERL 797
NTDB id 973808 AABM52 RS23320 WP 347908277.1 LSGDIDAAAERALLAS..PLAVPTDWLQAPHHGSRSSSSNALLDALQPKGALISRGQGNSFGHPHPTVIARYQKRGMAIY 708
NTDB id 1199 PSJM300 12650 AFN78592.1 LTGDIDAQAERALVDG..GMEVNARWLLAPHHGSNSSSSAVFLAAVAADGALISRSSHNAFGHPHPAVLKRLQNAGAELH 710
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NTDB id 1426 RS RS05575 WP 011001070.1 RTDATGAVVIETRGDALAVRTARSMRPRYWSSALEVAALAETTEPTGAQP 847
NTDB id 973808 AABM52 RS23320 WP 347908277.1 DSVEQGAIRLQLGRF..EPPWSMRQERRFWRDPPPLNP............ 744
NTDB id 1199 PSJM300 12650 AFN78592.1 DTAEHGALSLQLGAF..GGARRMRDEPRFWREK................. 741
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