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NTDB id 1009 ACIAD RS15175 WP 004923730.1 ...........MKQIIRQFSIGTVAYAIMQVASAQVAITNVVPMNIPGQGTEIRVMFNGLPPQPQAYQLEQPARLILDFD 69
NTDB id 1052 ABD1 RS15850 WP 001017033.1 ...........MNHVFRQFSMGAVAIAIMQAASAQVSMTNIVPMQIAGQGTEIRVMFNGLPPQPQAYQLENPSRLILDFD 69
NTDB id 1039 H0N27 RS01460 WP 031993779.1 ...........MNHVFRQFSMGAVAIAIMQAASAQVSMTNIVPMQIAGQGTEIRVMFNGLPPQPQAYQLENPSRLILDFD 69
NTDB id 973734 AABM56 RS19800 WP 263259283.1 MGRASTVNTTIAGRLGLGLGLALLL.SSLAGQALAADLQALNVASLPGDRIELKLTFDQPVPVPKGYTIEQPARIALDLP 79
NTDB id 1193 PAKAF RS26665 WP 003161249.1 ...........MNSGLSRLGIALLA.AMFAPALLAADLEKLDVAALPGDRVELKLQFDEPVAAPRGYTIEQPARIALDLP 68
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VNLTKNTDTALASGSAYFDTTRAVDEGRNVNTLFFIVLTVKVIGNGNS ISTAAPQAGSTGRTSQANSKTAVASASQTANLTPNLPRVAKAASP
NTDB id 1009 ACIAD RS15175 WP 004923730.1 KAGQKLAKSLIPVTTNEASSIDVSSDDKRARVVVNLKDAGAFTTRVEGNVFILKINNIQSTAT................P 133
NTDB id 1052 ABD1 RS15850 WP 001017033.1 KAQQGLKQSKISVATNEASSVDVTSDDQRSRLTVNLKDAGAFTTRVEGNTFILKINSAQTSNK................P 133
NTDB id 1039 H0N27 RS01460 WP 031993779.1 KAQQGLKQSKISVATNEASSVDVTSDDQRSRLTVNLKDTGAFTTRVEGNTFILKINSAQTSNK................P 133
NTDB id 973734 AABM56 RS19800 WP 263259283.1 GVANKLGTKSRELGNGNARSVTVVEAGNRTRLIINLTNLASYDTRADGRNLFVTIGGTAGRQTASAQANLTPNLPRAAAP 159
NTDB id 1193 PAKAF RS26665 WP 003161249.1 GVQNKLGTKNRELSVGNTRSVTVVEAKDRTRLIINLTTLSSYTTRVEGNNLFVVVGNSPAGASVASTA......PVKASP 142
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NTDB id 1009 ACIAD RS15175 WP 004923730.1 ...................VA..........TSA....PAPQQGIGNIGFQRGAQGEGLVVIDLQGTNTPVDVQQQGSKV 180
NTDB id 1052 ABD1 RS15850 WP 001017033.1 ...................LP..........VVS.....AQPQGVSNIGFQRGSQGEGLVVVDLLGSNTPVDVQQQGSKV 179
NTDB id 1039 H0N27 RS01460 WP 031993779.1 ...................LP..........VVS.....AQPQGVSNIGFQRGSQGEGLVVVDLLGSNTPVDVQQQGSKV 179
NTDB id 973734 AABM56 RS19800 WP 263259283.1 ATVTAPSSAALPGAVARTPLPPTQATSTVAAMTAPRP.QLRGKAIRHIDFQRGPQGEGNVVIDLSETGINPDIQEQGGKI 238
NTDB id 1193 PAKAF RS26665 WP 003161249.1 ...................APA.....SYAQPIKPKPYVPAGRAIRNIDFQRGEKGEGNVVIDLSDPTLSPDIQEQGGKI 198
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NTDB id 1009 ACIAD RS15175 WP 004923730.1 VVRFPGIKIPTHLARRLNTTDFATPVASIDSYNDGSNGVISIQSTGSYEYMAYQAENKLTISLKRPQDNV.RLNSKNNQN 259
NTDB id 1052 ABD1 RS15850 WP 001017033.1 VIRTIGTKIPTHLARRLNVNDFATPVSSIDAYNDKGVGVITIQSSGSYEYMAYQAENKLTISLKRPQDKN.VTSLYKTPN 258
NTDB id 1039 H0N27 RS01460 WP 031993779.1 VIRTIGTKIPTHLARRLNVNDFATPVSSIDAYNDKGVGVITIQSSGSYEYMAYQAENKLTISLKRPQDKN.VTSLYKTPN 258
NTDB id 973734 AABM56 RS19800 WP 263259283.1 RLTFAGTQLPEELRVRLDVKDFATPVQFVNASADSGGASIVIEPTGTYDYLAYQTNNRLTLSVKPLTTEEKEKRAADRFT 318
NTDB id 1193 PAKAF RS26665 WP 003161249.1 RLDFAKTQLPDALRVRLDVKDFATPVQFVNASAQSDRTSITIEPSGLYDYLVYQTDNRLTVSIKPMTTEDAERRKKDNFA 278
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NTDB id 1009 ACIAD RS15175 WP 004923730.1 YTGKKISLDFQDIEVRRVLQLLADFTNINMVTADSVQGNITLHLKDVPWDQALDIILKTKNLDKRRNGNVIWIAPVSELI 339
NTDB id 1052 ABD1 RS15850 WP 001017033.1 YSGNKLSLDFQDIEVRRVLQLLADFTGINMVAADSVQGNITLRLKDVPWDQALDIILKTKNLDKRRNGNVIWIAPVAELI 338
NTDB id 1039 H0N27 RS01460 WP 031993779.1 YSGNKLSLDFQDIEVRRVLQLLADFTGINMVAADSVQGNITLRLKDVPWDQALDIILKTKNLDKRRNGNVIWIAPVAELI 338
NTDB id 973734 AABM56 RS19800 WP 263259283.1 YTGEKLSLNFQDIDVRSVLQLIADFTNLNLVASDTVQGNITLRLQNVPWDQALDLILKTKGLDKRQIGNVLLVAPADEIA 398
NTDB id 1193 PAKAF RS26665 WP 003161249.1 YTGEKLSLNFQDIDVRSVLQLIADFTDLNLVASDTVQGNITLRLQNVPWDQALDLVLKTKGLDKRKLGNVLLVAPADEIA 358
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NTDB id 1009 ACIAD RS15175 WP 004923730.1 KSEEDEAKAIAQSTKLAPLQTEYILLKYAKAADIEKLITQGRNSGTSNSN.........TNGSATVEPLGDSVGTLLSPR 410
NTDB id 1052 ABD1 RS15850 WP 001017033.1 KAEEEEAKAVAQSVKLAPLQTEYIQLKYAKAGDIMGLITQGSNNSNGLQHTSGGGTSTSTNLNTGVDSLGNNVGSLLSPR 418
NTDB id 1039 H0N27 RS01460 WP 031993779.1 KAEEEEAKAVAQSVKLAPLQTEYIQLKYAKAGDIMGLITQGSNNSNGLQHTSGGGTSTSTNLNTGVDSLGNNVGSLLSPR 418
NTDB id 973734 AABM56 RS19800 WP 263259283.1 ARERQELESQKQIQQLAPLRRDLIQVNYAKAADIAKLFQSVTSADK.............................TADER 449
NTDB id 1193 PAKAF RS26665 WP 003161249.1 ARERQELEAQKQIAELAPLRRELIQVNYAKAADIAKLFQSVTSDGGQ..........................EGKEGGR 412
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NTDB id 1009 ACIAD RS15175 WP 004923730.1 GTISLDPRTNTLIINDTSQKIDQIRKMIDLLDIPVKQVMIEARIVRATTSFSKEMGVKWGILSQGINQNSNLLVGGSETT 490
NTDB id 1052 ABD1 RS15850 WP 001017033.1 GTITQDDRTNTLIINDTAQSIDQIRKMIDLLDVQVKQVMVEARIVRASTSFTKELGVKWGILSQGITNNNNLLVGGSETT 498
NTDB id 1039 H0N27 RS01460 WP 031993779.1 GTITQDDRTNTLIINDTAQSIDQIRKMIDLLDVQVKQVMVEARIVRASTSFTKELGVKWGILSQGITNNNNLLVGGSETT 498
NTDB id 973734 AABM56 RS19800 WP 263259283.1 GSISVDERTNSIIAYQTQNRLDELRRIVSQLDIPVRQVMIEARLVEANVDYSKQLGVRWGGNASSG....NFAVYGKDGA 525
NTDB id 1193 PAKAF RS26665 WP 003161249.1 GSITVDDRTNSIIAYQPQERLDELRRIVSQLDIPVRQVMIEARIVEANVGYDKSLGVRWGGAYHKG....NWSGYGKDGN 488
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NTDB id 1009 ACIAD RS15175 WP 004923730.1 LWNL......RNPDSN.....GTYTIERPDNLNVDLGVTTTGASSIAFGLISLSDFMLDLELSALQADGYGEVISTPKVM 559
NTDB id 1052 ABD1 RS15850 WP 001017033.1 LWNL......REPKKDETTGGYKYTIERPDNLNVDLGVSNP.AGSIAFGLISMSDFMLDLELSALQADGYGEVISTPKVM 571
NTDB id 1039 H0N27 RS01460 WP 031993779.1 LWNL......REPKKDETTGGYKYTIERPDNLNVDLGVSNP.AGSIAFGLISMSDFMLDLELSALQADGYGEVISTPKVM 571
NTDB id 973734 AABM56 RS19800 WP 263259283.1 TTVDSTTGQVFLPGT.STVGSFTSASGVAPTPFVDMGVSGS.TSGIGVGFM.VGGKMLDLQLSALQSSGNGEIISQPKVV 602
NTDB id 1193 PAKAF RS26665 WP 003161249.1 IGIKDEDGMNCGPIA.GSCTFPTTGTSKSPSPFVDLGAKDA.TSGIGIGFI.TDNIILDLQLSAMEKTGNGEIVSQPKVV 565
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NTDB id 1009 ACIAD RS15175 WP 004923730.1 SADKQKAKVATGVEVPYQSTTNSAAGSTATTSFKEALLSLEVTPNITPDGKILMELNIANDSIN.SYAQNGEAILNKNTI 638
NTDB id 1052 ABD1 RS15850 WP 001017033.1 TADKQTAKVATGQQVPYQSTTNSAAGSTATTSFKDALLSLNVTPSITPDGKIQMKLDISKDSVA.GAAPNGELILNKNNI 650
NTDB id 1039 H0N27 RS01460 WP 031993779.1 TADKQTAKVATGQQVPYQSTTNSAAGSTATTSFKDALLSLNVTPSITPDGKIQMKLDISKDSVA.GAAPNGELILNKNNI 650
NTDB id 973734 AABM56 RS19800 WP 263259283.1 TSDKETAKILRGTEIPYQEASSSGA...TSTSFKQAALSLEVTPQITPDNRIIMEVKVNKDAPDYQNALNGVPPISKNEV 679
NTDB id 1193 PAKAF RS26665 WP 003161249.1 TSDKETAKILKGSEVPYQEASSSGA...TSTSFKEAALSLEVTPQITPDNRIIVEVKVTKDAPDYQNMLNGVPPINKNEV 642
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NTDB id 1009 ACIAD RS15175 WP 004923730.1 NTNVLVNNGETVVLGGVFEQTTNNAVTKVPFLGDLPYVGRLFKKTAKSEAKNELLIFVTPRIVNDTIVGNH. 709
NTDB id 1052 ABD1 RS15850 WP 001017033.1 NTNVLVDNGETVILGGVFEQTTMNSQTKVPFFGDIPVVGRLFRKDVKSDDKQELLIFVTPRIVNDTLARNH. 721
NTDB id 1039 H0N27 RS01460 WP 031993779.1 NTNVLVDNGETVILGGVFEQTTMNSQTKVPFFGDIPVVGRLFRKDVKSDDKQELLIFVTPRIVNDTLARNH. 721
NTDB id 973734 AABM56 RS19800 WP 263259283.1 NAKVLVSDGETIVLGGVFSNTQTKSTTKVPMLGDIPYVGRLFRRDSVTDSKVELLIFLTPRIMNNQAIAVGR 751
NTDB id 1193 PAKAF RS26665 WP 003161249.1 NAKILVNDGETIVIGGVFSNEQSKSVEKVPFLGELPYLGRLFRRDTVTDRKNELLVFLTPRIMNNQAIAIGR 714
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