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NTDB id 973621 WN982 RS18280 WP 341313314.1 MFSFFKRFKGSKESDNAPEESQTAPEG..................LA......PETAVEAPAAPAV...QPAATAPANEP 53
NTDB id 1118 NGFG RS11455 WP 003696286.1 MFSFFRRKKKQETPALEEAQVQETAAKVESEVAQIVGNIKEDVESLAESVKGRAESAVETVSGAVEQVKETVAEMPSEAG 80
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NTDB id 973621 WN982 RS18280 WP 341313314.1 .......QPDELTPETV....E.IVPPPVQDAGAKRSWLTRLKTGLSKT....SSSLTGIFVGTKIDEDLYEELETALLM 117
NTDB id 1118 NGFG RS11455 WP 003696286.1 EAAERVESAKEAVAETVGEAVGQVQEAVATTEEHKLGWAARLKQGLAKSRDKMAKSLAGVFGGGQIGEDLYEELETVLIT 160
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NTDB id 973621 WN982 RS18280 WP 341313314.1 SDAGVDATEFLLESLREKVRAERLTDPQQVKTALRTLLVGLLKPLESSLMLG.RAQPLVMMIAGVNGAGKTTSIGKLAKH 196
NTDB id 1118 NGFG RS11455 WP 003696286.1 GDMGMEATEYLMKDVRGRVSLKGLKDGNELRGALKEALYDLIKPLEKPLVLPETKEPFVIMLAGINGAGKTTSIGKLAKY 240
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NTDB id 973621 WN982 RS18280 WP 341313314.1 LQSFDQSVLLAAGDTFRAAAREQLAIWGQRNNVTVVSQESGDPAAVIFDAVGAARARKIDVLMADTAGRLPTQLHLMEEL 276
NTDB id 1118 NGFG RS11455 WP 003696286.1 FQAQGKSVLLAAGDTFRAAAREQLQAWGGRNNVTVISQTTGDSAAVCFDAVQAAKARGIDIVLADTAGRLPTQLHLMEEI 320
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NTDB id 973621 WN982 RS18280 WP 341313314.1 RKVKRVIGKAQDGAPHEVLLVIDANTGQNALAQVKAFDDALGLTGLIVTKLDGTAKGGILAAIARQRPIPVYFIGVGEKV 356
NTDB id 1118 NGFG RS11455 WP 003696286.1 KKVKRVLQKAIPGAPHEIIVVLDANIGQNAVNQVKAFDDALGLTGLIVTKLDGTAKGGILAALASDRPVPVRYIGVGEGI 400
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NTDB id 973621 WN982 RS18280 WP 341313314.1 EDLQPFSAEEFSDALLGA 374
NTDB id 1118 NGFG RS11455 WP 003696286.1 DDLRPFDARAFVDALLD. 417
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