logo

NTDB id 973620 WN982 RS18185 WP 341313299.
NTDB id 1425 RS RS02020 WP 011000369.1
consensus

logo

NTDB id 973620 WN982 RS18185 WP 341313299.
NTDB id 1425 RS RS02020 WP 011000369.1
consensus

logo

NTDB id 973620 WN982 RS18185 WP 341313299.

NTDB id 1425 RS RS02020 WP 011000369.1
consensus

logo

NTDB id 973620 WN982 RS18185 WP 341313299.

NTDB id 1425 RS RS02020 WP 011000369.1
consensus

logo

NTDB id 973620 WN982 RS18185 WP 341313299.

NTDB id 1425 RS RS02020 WP 011000369.1
consensus

logo

NTDB id 973620 WN982 RS18185 WP 341313299.

NTDB id 1425 RS RS02020 WP 011000369.1
consensus

logo

NTDB id 973620 WN982 RS18185 WP 341313299.

NTDB id 1425 RS RS02020 WP 011000369.1
consensus

1

0L LALSPLL AL L ekl e syl et

MKINSLQLRLSQHLALTPQLQQSIRLLQLST ELQQEVINJA WNPLLEWEW W [ |3#R ADGS MANNISEIEEEE
MKWSLQLRLSQHLALTPQLQQSIRLLQLST ELQQEViANA NPLLEREN w I MR ADGS AN BSNTPLPTE
rok

P bbbk b DL Tk LLLLL 1 klk kx Lkl !l lx * Kok K K K

e s ar | e ) i

N PPRINNG 1Y BE - E¥s|SSERTENGEP Q[EAY  INQ\EIWNEDEIe - FASNWIYLDD R 'ASD ' DD|WgP ' Q '[SIEEK] « -I#R ' Jsl
SPIRYAANCBDHAD@AEA. . . ... ... .. SYENGSDFDSYGTEREDSIHEESTK P . S3ERREBIMAERHAEPHQ
*x 1 Tk % % sokokokokokkkkokk K ! * 1 KDk lkk | kok

LT RRLTEL ESUDBL Tz A, st EVBLDELaAAL Lo AOWGE (1L

MIQL)J pyeJX¢ RD L WFLIESLDD GYLT LDE LAD PRELEV LDEL AALJ\ LEISFDPAG GARSAFECLJSLQL
MIAQLEVIWNSORIZRD L[ MEFLIESLDD GYLT LDE LAD PRBELEV LDEL AALI L SFDPAG GARSAINECLELQL
U

TT kKD ok Lkl ko |

* LENE S I N R I IR A N N tt

S RgER

VLD R ol el RSLs Pl e DR

IRRLDGSP)y LALNMIVEGIHLELLAARD TRL KEBILIASIDIY L INJAHMLIRSLIZPFPG A G AEAD VVPD VRKTAQNG
(NRLDESPI IJLALWIVRY HLELLAARD TRL K LEAMDE L FAHRNLIRSLE\PFPGA G AEAD VVPD VRKTAJG
] ] 1 oxlx 11

L e R e rrrrr o !

W AR B

LNP V P LRIN YA ILRNIRG |§GE SLWQWLQEARWLIKNIQQRF TILRVIQAIVERQKSFF|JHGEIAMRP
WLNP V P LRIN VA ILRERRG G BLMQMLQEARWLIKNIQQRF TILRVEQAIVERQKSFFWHGEIAMRP
I T R

AT |

U B

aglgvah

E

W[R]A
WIglA
U

L A LA

LVLREIADTLGLHEST SRVTTEKYMRTPRGTIMERKYFFGSHVST TGGAASSTAIRALIKQL GAERPKSPLSDSRIAE
LVLREIADTLGLHEST SRVTTRIIKYMINTPRIGTIJENMKYFFGSHVST TGGAASSTAIRALIKQL GAEWPKWNPLSDSRIAE|
!

R T ]

T I T

74
80

153
148

233
228

313
307

393
387

473
467



(>4 S

non conserved
similar
>50% conserved



