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NTDB id 1203 PSJM300 01605 AFN76401.1 e .B K TPMSPEMTRE THHGEIINEQ IE 75
NTDB id 1177 A1552VC RS01165 WP 000422572.1 e 18D G M T HKNSIM Y IRV [e]A) T L YSAICEINIA . QGEA . JASV APRY T AJREH A MUBIHIA R Q AEEK . 73
NTDB id 973596 AABB93 RS17480 WP 019843499.1 .... N ARRSEEIN VENINTRACBIelHiE v W)smsle QB V TDIIT QL PIRQEI TRIMEQWS QSWLBPECEQQLRRCG C| 76
NTDB id 1307 DR RS10055 WP 010888596.1 MTSG Lis® JNREASD JiL AG PPN SEBYDA . QGFEP|HSASPHTRKIHMN{S MM Q 79
NTDB id 1086 NMV RS00245 WP 002218487.1 . SIPMIRVEIG R B 75
NTDB id 1116 NGFG RS10615 WP 003690200.1 R S)VENAY HC 75
NTDB id 1185 GTF74 RS11940 WP 000350195.1 e PPM R DG R GMRZAF T)s|SPAYHRIH YEEJSALEWYDFSFE 75
NTDB id 1176 A1552VC RS01160 WP 000350195.1 e PPM R DG R W (¢ PEVEYHSID VisiiL YEEWLEJYDFSFE 75
NTDB id 1283 ACE17W RS02630 WP 010947729.1 e PPMIRVDG R HNINLPIQLIZHIADVIRY Y YEE|QJETDFSFE 75
NTDB id 1259 GCO85 RS10305 WP 010947729.1 e PPMIRVDG R WINLPIZLIXHINDViSY Y YEEIRJETDFSFE 75
NTDB id 1194 PAKAF RS01995 WP 003084552.1 e [@ASDLHLSAG PPMIRVDG R PMINLP|ZLIZHIRVEEL Y EEQLETDFSFE 75
NTDB id 1202 PSJM300 01600 AFN76400.1 e EASDLHLS G PPMIRVDG R QEINLPE HINNVERL Y EEQLETDFSFE 75
NTDB id 1020 ACIAD RS04210 WP 011182164.1 e IMASDLHLSAG PPMIRVDG R QINLPEY MHE VEWL Y YEELETDFSFE 75
NTDB id 1081 FDQ49 RS05335 WP 006581387.1 e [@ASDLHLSAG PPMIRVDG R QWINLPELIZHINDVEIAL Y YEEJSLETDFSFE 75
NTDB id 1060 ABD1 RS04380 WP 000355489.1 e @ASDLHLSAG PPMIRVDG R BINLPRELIXHIADVESIL Y YEELETDFSFE 75
NTDB id 1040 HON27 RS13360 WP 000355489.1 e @ASDLHLSAG PPMIRVDG R PWINLPELIZHINDVERIL Y YEEJSLETDFSFE 75
consensus * * >k %k % %k % % % * 11 x ko |k k ok ok * | kkkk sk ok ok * * % * * >k k& * *k * *

logo

NTDB id 1203 PSJM300 01605 AFN76401.1 155
NTDB id 1177 A1552VC RS01165 WP 000422572.1 153
NTDB id 973596 AABB93 RS17480 WP 019843499.1 156
NTDB id 1307 DR RS10055 WP 010888596.1 159
NTDB id 1086 NMV RS00245 WP 002218487.1 155
NTDB id 1116 NGFG RS10615 WP 003690200.1 155
NTDB id 1185 GTF74 RS11940 WP 000350195.1 155
NTDB id 1176 A1552VC RS01160 WP 000350195.1 155
NTDB id 1283 ACE17W RS02630 WP 010947729.1 AN ARFRVNAFNQSJRGA AVFRTIPS|¥ L 155
NTDB id 1259 GCO85 RS10305 WP 010947729.1 JIN ARFRVNAFNQSRGA AVFRTIPSIY L 155
NTDB id 1194 PAKAF RS01995 WP 003084552.1 PVARFRVNAFNQWRGAGAVFRTIPSIMVLT \UPRGLVLVTGPTGSGKSTTLAAM 155
NTDB id 1202 PSJM300 01600 AFN76400.1 PVARFRVNAFNQWRGAGAVFRTIPSIMVLT \YPRGLVLVTGPTGSGKSTTLAAM 155
NTDB id 1020 ACIAD RS04210 WP 011182164.1 PN ARFRVNJFNQRGAGAVFRTIPSWVLT MPRGLVLVTGPTGSGKSTTLAAM 155
NTDB id 1081 FDQ49 RS05335 WP 006581387.1 PNVARFRVNAFNQRRGAGAVFRTIPSIMVLT MPRG VLVTGPTGSGKSTTLAAM 155
NTDB id 1060 ABD1 RS04380 WP 000355489.1 MPRG VLVTGPTGSGKSTTLAAM 155
NTDB id 1040 HON27 RS13360 WP 000355489.1 PNVARFRVNAFNQWRGAGAVFRTIPSIWVLT E LGLENIF MPRG VLVTGPTGSGKSTTLAAM 155
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NTDB id 1203 PSJM300 01605 AFN76401.1 EDPIEF HMNC 235
NTDB id 1177 A1552VC RS01165 WP 000422572.1 EDPIEFVH®LIK C 233
NTDB id 973596 AABB93 RS17480 WP 019843499.1 EDPIEF H@SE BLI QRE [RE |HEFREALR ALREDPD 236
NTDB id 1307 DR RS10055 WP 010888596.1 EDPIEF HIUKIN] INQREVISDTWSFINNALR ALR [IPD 239
NTDB id 1086 NMV RS00245 WP 002218487.1 EDPIEFVHNSKKELINQRE HAETMSFISYALRSALREDPD 235
NTDB id 1116 NGFG RS10615 WP 003690200.1 EDPIEFVHNSKKELINQRE HTISFINJALESALREDPD 235
NTDB id 1185 GTF74 RS11940 WP 000350195.1 EDPIEFVHSKCLINQREVHRDTEISFI4YALRSALREDPD 235
NTDB id 1176 A1552VC RS01160 WP 000350195.1 EDPIEFVHRRWKCLINQREVHRDT)IS FI4YALRSALREDPD 235
NTDB id 1283 ACE17W RS02630 WP 010947729.1 EDPIEFVHNSKKCL NQREVH DTMSFIWAALRSALREDPD ILVGEMRDWMETIRLA TAAETGHLVFGTLHT 235
NTDB id 1259 GCO85 RS10305 WP 010947729.1 EDPIEFVHNSKKCL NQREVH DTMSFIWAALRSALREDPD ILVGEMRDMETIRLA TAAETGHLVFGTLHT 235
NTDB id 1194 PAKAF RS01995 WP 003084552.1 EDPIEFVHBESKKCL NQREVHRDTINEFJMALRSALREDPD ILVGEMRDMETIRLALTAAETGHLVFGTLHT 235
NTDB id 1202 PSJM300 01600 AFN76400.1 EDPIEFVHSKKCL NQREVHRDTIRGFISALRSALREDPD ILVGEMRDWETIRLALTAAETGHLVFGTLHT 235
NTDB id 1020 ACIAD RS04210 WP 011182164.1 EDPIEFVHMEKKCLINQREVHRD TIRGFIMALRSALREDPD ILVGEMRDMETIRLALTAAETGHLVFGTLHT 235
NTDB id 1081 FDQ49 RS05335 WP 006581387.1 EDPIEFVHMNSKKCLINQREVHRDTEGYFIWSALRSALREDPD ILVGEMRD@METIRLALTAAETGHLVFGTLHT 235
NTDB id 1060 ABD1 RS04380 WP 000355489.1 EDPIEFVHWNSKKCLINQREVHRDTEEGFIUMALRSALREDPD ILVGEMRDMETIRLALTAAETGHLVFGTLHT 235
NTDB id 1040 HON27 RS13360 WP 000355489.1 EDPIEFVHWNSKKCLINQREVHRDTEGEFIWMALRSALREDPD ILVGEMRDMETIRLALTAAETGHLVFGTLHT 235
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NTDB id 1203 PSJM300 01605 AFN76401.1 JN'DRIT |gFPA [N VIRUNL SIRYLIYA 315
NTDB id 1177 A1552VC RS01165 WP 000422572.1  ARESSNHEVIIKIA 313
NTDB id 973596 AABB93 RS17480 WP 019843499.1 ANSNMDLATDTNN:AA FiTAE QMM AR RN Al A f8]x 315
NTDB id 1307 DR RS10055 WP 010888596.1 IDRI DVFPBE [ [ REL BELEAV QM Q MPA REALIREMKEIQIRISH] 319
NTDB id 1086 NMV RS00245 WP 002218487.1 T DRI DVFPAMEK MVR MLSESLGWAVI QW MGRVA HEIMI NPA RNLIRENK WQESYSN 315
NTDB id 1116 NGFG RS10615 WP 003690200.1 T DRI DVFPAMEK MVR MLSESLWAVI NGRVA HEIMI NjPA RNLIRENK mQRRYSK 315
NTDB id 1185 GTF74 RS11940 WP 000350195.1 TIDRIIDVFP |§ K MVR MLSESLIJAVIQLS RYUGGCRVAMHEIM 314
NTDB id 1176 A1552VC RS01160 WP 000350195.1  pBRMENARIES DA A R A RI o da R [N A A f8]K RYCGGRVARHETIM 314
NTDB id 1283 ACE17W RS02630 WP 010947729.1 (SR SEENADINABAS NS IRIFI NN Al A NS BWAGGRVAARETM 314
NTDB id 1259 GC085 RS10305 WP 010947729.1 TI RIIDVFPAEEK§MVR MLSESLQAV MAQQ BWACGRVAAMETIM 314
NTDB id 1194 PAKAF RS01995 WP 003084552.1 TIDR DVFPAEEKIMVR MLSESLQ VI BiCGGRVAAHEIMI PAIRNLIREMKVAQMYSHIQTG 314
NTDB id 1202 PSJM300 01600 AFN76400.1 TIDR DVFPAEEKEMVR MLSESLQAVI RGGGRVAAHEIMI PAIRNLIREMKVAQMYSEIQTG 314
NTDB id 1020 ACIAD RS04210 WP 011182164.1 TIDRIIDVFPAEEK MVR MLSESLQAVI BSCGGRVAAHEIMI [PAIRNLIRERKVAQMYSEIQTG 314
NTDB id 1081 FDQ49 RS05335 WP 006581387.1 TIDR IDVFPAEEK MVREMLSESLQAVI BYCGGRVAAHEIMI MPAIRNLIRENKVAQMYSHIQTG 314
NTDB id 1060 ABD1 RS04380 WP 000355489.1 TIDR IDVFPAEEK MVRMMLSESLQAVI BV GGGRVAAHEIMI MPAIRNLIRERKVAQMYSEIQTG 314
NTDB id 1040 HON27 RS13360 WP 000355489.1 TIDR IDVFPAEEK MVRMMLSESLQAVI BN CGGRVAAHEIMI MPAIRNLIRERNKVAQMYSHIQTG 314
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